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% Outline

Eurmpenr Society for Blood and
ffarnons Tramsplantebon

 What are Human Leukocyte Antigens (HLA) and why are
they so important in the context of alloHCT?

* Typing methods for HLA
 Nomenclature(s)

 How is HLA data entered into the registry?
 How is HLA data used by EBMT?

 \What's next?
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Marnows Transplantation

mm HLA (human leukocyte antigen)-Molekule
“@> MHC (major histocompatibility complex)
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Presentation of antigen peptides

via I\/IHC class I molecules

‘Antigen  Antigen MHC  Peptide-MHC
_uptakel .pracessing: _biosynthesis” association j

Peptides in

cytosol 0l o TAP_J;,:;_::.-.T'-'*';-;-:;-

A Class | *
Cytosolic MHC & & 4 i CD8*
protein Proteasome i o 11 CTL
) 8@ 4 i Class | MHC pathway
it S B ER Jf [ D Y*

In ,healthy” individuals
- cytosolic protein might be a viral protein produced during a viral infection

In stem cell recipients
- cytosolic protein might be a protein, that differs in the amino acid sequencesi

between recipient and donor
Abbas et al.: Cellular and Molecular Immunology, 7e, modified



Discrimination between ‘self' and ‘foreign’

Leukemia cell:
HLA class | + peptide

NORecognition!

Recognition!
Recipient T cell: Donor T cell:
T cell receptor does not specific T cell receptor

recognize ,self’ peptides recognizes ‘foreign’' peptide
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MHC complex on Chromosome 6p21

HLA
MHC Complex
HLA-A _..,.. ]
= ' i:_'::ﬁ Numbers of alleles for the
' ,| . P respective loci:
I A 3,830
HLAG = . S ,
e, & B 4,647
HaB A7 C 3,382
—] DRB1 2,252
— o DQB1 1,054
HLADR ~ = ary
/,5 B Y class |+l =16,251
HLA-DG —
naoe | ™. http://hla.alleles.org

human schromoroms

sourc e: wikipe dia
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- Heritage of MHC Haplotypes

Eurnpean Society for Blood and
Marnow Trarmplantstion
Haplotype (@) (b) (c) (d)
A 24:02 03:01 01:01 02:01
B 15:01 08:01 57:01 14:02
C 03:03 07:01 06:02 08:02
DRB1 13:01 03:01 07:01 01:02
DQB1| 06:03 02:01 03:03 05:01 ?
[ | | |
Patient Sibling 1 Sibling 2 Sibling 3 Stepbrother, -sister
Haplotype | (a) (c) (b) (c) (@) (c) () (d) ? (d)
A| 24:02 01:01 03:01 01:01 24:02 01:01 24:02 02:01 30:02 02:01
B| 15:01 57:01 08:01 57:01 15:01 57:01 15:01 14-02 07:02 14:02
C| 03:03 06:02 07:01 06:02 03:03 06:02 03:03 08:02 07:02 08:02
DQB1| 06:03 03:03 02:01 03:03 0603 03:03 06:03 05:01 06:02 05:01
haploident ident —haplaident” : .
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Typing methods for HLA?

#EBMT2017 8




Eurapeair Society for Blood end

Serologically

Q‘[“X ; "> .& o
+ complemsant
: -

ARti-HLA B27 Lysis
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plate o + complement
- -
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T Anti-HLA B40 No lysis
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@Eg\ Methods for HLA-Typing

Genetically

PCR-SSO
PCR-SSP
*Sequencing
(Sanger or NGS)

S

- - AGT TGGCCTAAT GAT TGGGCCTGACCACAT - -

TCAACCGGATTA*
TCAACCGGATTACK
TCAACCGGATTACT*
TCAACCGGATTACTA*

- - TCAACCGGATTACTAACCCCGACTGGT GT A- -

" PLAEFEY RETREFERERL L] EEEPEEEE T

SBT

NGS
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% Comparison of G and P Codes

Genetic Code

peptide-binding
tﬂ} grogve
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HLA Typing Level

Low resolution Intermediate High resolution,
resolution Exon 2+3 class |
or Exon 2 class Il

A*02 oder A2 A*02:01/02:09 A*02:01/ A*02:01:01:01
B*44 oder B44 B*44.02/44:05 B*44.02/ B*44:.02:01:01
DRB1*04 oder DR4 DRB1*04:03/04:07 DRB1*04:03/DRB1*04:03:01

NMDP B*44:BE NMDP B*44:ENWF!
genetically or genetically genetically
serologically

Allele groups Alleles Alleles

HLA-B*44:ENWF = B*44:02 / 44:02S | 44:19N / 44:27 | 44:66
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Nomenclature(s)

#EBMT2017




mm% High resolution HLA typing or not?

HLA-C*01:03

HLA-A*02:ACMGD

HLA-A*02:01:01G

HLA-A*02:AEGCS .., ’ HLA-DPB1*04:01:01:01

HLA-DQB1*02:01:01G HLA-A*02:AAAUW

HLA-A*02:AEMYN HLA-A*01:01:01:01
A*02:01P
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Hyphen used to separate Suffix used to denote
gene name from HLA prefis changes in expression
Separator ~*| Field Separators
| R
HLA-A*02:101:01:02N
\ .y ! ! y / & \ J .'..
\ J v et Nt Ny
HLA Prefix [ Gene ‘ Field 4; used to show

differencesin a

Field 1; allele group | non-coding region

Field 2; specific HLA protein

Field 3; used to show a synonymous DNA
substitution within the coding region

& 5GE Marsh 0410
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% Nomenclature of HLA Alleles

Suffix:

N = “Null” alleles

L = “Low” cell surface expression
S =soluble “Secreted” molecule
Q = “Questionable” expression

C = present in “Cytoplasm” only

A ="“Aberrant” expression
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allele typing

G-code - identical nucleotide sequences across
exons 2 and 3 (class |) and exon 2 (class II)

*02:01:01G

*02:01:01:01/02:01:01:02L/02:01:01:03/02:01:08/02:01:11/02:01:14/02:01:15/
2:01:21/02:09/02:43N/02:66/02:75/02:83N/02:89/02:97/02:132/02:134/02:140

24.06.2010

A*02:01:01G
02:01:01:01/02:01:01:02L/02:01:01:03/02:01:01:04/02:01:01:05/02:01:01:06/
02:01:08/02:01:11/02:01:14Q/02:01:15/02:01:21/02:01:48/02:01:50/02:01:79/
02:01:80/02:01:89/02:01:97/02:01:98/02:01:99/02:01:104/02:09/02:43N/02:66/
02:75/02:83N/02:89/02:97:01/02:97:02/02:132/02:134/02:140/02:241/02:252/
02:256/02:266/02:291/02:294/02:305N/02:327/02:329/02:356N/02:357/02:397/
02:411/02:446/02:455/02:469/02:481/02:538/02:559

29.10.2015

Problem 1: Null alleles

% G-codes for reporting of ambiguous

B sheet

i 33 o helix

peptide-binding
(a) groove

Problem 2: Number of alleles varies  http://hla.alleles.org/alleles/g_groups.html
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mm% G-codes for reporting of ambiguous
i allele typing

(c)

G-code - identical nucleotide sequences across

exons 2 and 3 (class |) and exon 2 (class Il) %m
i 33 o helix

DQB1*02:01:01G (a) uent?r%-g:;gdiﬂg
02:01:01/02:01:08/02:02:01:01/02:02:02/02:04/02:06/02:09/02:10/02:48/02:59 « '
/02:64

Problem 3; *02:01 vs. *02:02

http://hla.alleles.org/alleles/g_groups.html
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(eem— P-codes for reporting of ambiguous

Eurmpenr Society for Blood and
Ifarmow i

allele typing

« P-code = identical protein sequences across exons 2
and 3 (class |) and exon 2 (class Il)
- But synonymous substitutions at nucleotide level may occur

A*02:01P

A*02:01:01:01/A*02:01:01:02L/A*02:01:01:03/A*02:01:01:04/A*02:01:01:05/A*02:01:01:06/A*02:01:02/A*02:01:03/
A*02:01:04/A*02:01:05/A*02:01:06/A*02:01:07/A*02:01:08/A*02:01:09/A*02:01:10/A*02:01:11/A*02:01:12/A*02:01:13/
A*02:01:14Q/A*02:01:15/A*02:01:17/A*02:01:18/A*02:01:19/A*02:01:21/A*02:01:22/A*02:01:23/A*02:01:24/A*02:01:25/
A*02:01:26/A*02:01:27/A*02:01:28/A*02:01:29/A*02:01:30/A*02:01:31/A*02:01:32/A*02:01:33/A*02:01:34/A*02:01:35/
A*02:01:36/A*02:01:37/A*02:01:38/A*02:01:39/A*02:01:40/A*02:01:41/A*02:01:42/A*02:01:43/A*02:01:44/A*02:01:45/
A*02:01:46/A*02:01:47/A*02:01:48/A*02:01:49/A*02:01:50/A*02:01:51/A*02:01:52/A*02:01:53/A*02:01:54/A*02:01:55/
A*02:01:56/A*02:01:57/A*02:01:58/A*02:01:59/A*02:01:60/A*02:01:61/A*02:01:62/A*02:01:63/A*02:01:64/A*02:01:65/
A*02:01:66/A*02:01:67/A*02:01:68/A*02:01:69/A*02:01:70/A*02:01:71/A*02:01:72/A*02:01:73/A*02:01:74/A*02:01:75/
A*02:01:76/A*02:01:77/A*02:01:78/A*02:01:79/A*02:01:80/A*02:01:81/A*02:01:83/A*02:01:84/A*02:01:85/A*02:01:86/
A*02:01:87/A*02:01:88/A*02:01:89/A*02:01:90/A*02:01:91/A*02:01:92/A*02:01:93/A*02:01:94/A*02:01:95/A*02:01:96/
A*02:01:97/A*02:01:98/A*02:01:99/A*02:01:100/A*02:01:101/A*02:01:102/A*02:01:103/A*02:01:104/A*02:01:105/
A*02:01:106/A*02:01:107/A*02:01:108/A*02:01:109/A*02:01:110/A*02:01:111/A*02:01:112/A*02:01:113/A*02:01:114/
A*02:01:115/A*02:01:116/A*02:01:117/A*02:01:118/A*02:01:119/A*02:01:120/A*02:09/A*02:66/A*02:75/A*02:89/
A*02:97:01/A*02:97:02/A*02:132/A*02:134/A*02:140/A*02:241/A*02:252/A*02:256/A*02:266/A*02:291/A*02:294/
A*02:327/A*02:329/A*02:357/A*02:397/A*02:411/A*02:446/A*02:455/A*02:469/A*02:481/A*02:538/A*02:559

Benefit: no null alleles included

[ sheet

i3} « helix

peptide-binding
(@) groove

Bz-microglobulin

Necessary requirements: whole exon amplification or typing by serology

http://hla.alleles.org/alleles/p _groups.html
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mm MAC-codes (NMDP-codes) for reporting
Ny of ambiguous allele typing

« MAC code denotes Multi Allele Code, equivalent to former NMDP-
code

« short hand alphabetic notation to capture DNA based allele
combinations

* No information about resolution of the HLA typing immediately
apparent

A*02:ACMGD

02:01/ / /02:09/02:43N/02:66/02:75/02:83N/02:89/02:97/02:132/02:134/02:140/02:241/
02:252/02:256/02:266/02:291/02:294/02:305N/02:327/02:329/02:356N/02:357/02:397/02:411/02:446/
02:455/02:469/02:481/02:538

*02:01:01G
2:01:01:01/ /02:01:01:03/02:01:01:04/02:01:01:05/02:01:01:06/02:01:08/02:01:11/ /
2:01:15/02:01:21/02:01:48/02:01:50/02:01:79/02:01:80/02:01:89/02:01:97/02:01:98/02:01:99/02:01:104/
2:09/02:43N/02:66/02:75/02:83N/02:89/02:97:01/02:97:02/02:132/02:134/02:140/02:241/02:252/02:256/
2:266/02:291/02:294/02:305N/02:327/02:329/02:356N/02:357/02:397/02:411/02:446/02:455/02:469/02:481/
2:538/ 02:559

http://www.marrow-donor.org/cgi-bin/DNA/dnatyp.pl
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Useful links to web-resources

Link to MAC-codes
https://hml.nmdp.org/MacUl/

Link to ,,G- und P-Nomenclature®
http://hla.alleles.org/alleles/g groups.html




How iIs HLA data entered into the
registry?
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_ Mismatched relative
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i Faa — — —_—— 1 = — T
@@, "l https:/ /w2, clinicalresearch.nl/ PROMISE/S/HEIT/S_0_EBMT €_NEW_MEDAB /U LINK. O ~ B € ”'IM{;}AMMMENTRVTQPRB,..!'IME[
- i AB (MAIN ENTRY TO PRO,...

Dater Bearbeiten Ansicht  Favoriten  Extras

HLA match

i B Vorgeschiagene Sites v #f] Google

|[dentical sibling

; : i : MEDAB - [B08][PRODUCTION][Dresder]| g
Report Export Help Filter | | - - Syngenelc
Resume with the fiest item in the current section by pressing Tab (or click on any other item) i N g :
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Fatient : 099999 599999 e
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(1= 58
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Donor 1D and order of infusion Are yoil adding M. ol

|ldentification of donor or CBU unit used by centre |
[Number in the infusion order |
HLA relation and donor registry

HLA mach | fl Mismateher relatie .
Degree of mismatch in related donars ] @ 08
|ON code for the Danor Registry or Cord Blood Bank

MDA 7 BMDW code for the Donor Registry Degree of mismatch in refated donars
Name of the Donar registry 1 |1 HLA locus mismatch '
Donar centre name

2 |==2 HLA loci mizmatzh
09 unknown

ldentification of donar or CBU given by donor registry
ldentification of patient given by donor registry
Number of mismatches

INurnber of antigenic mismatches: A

[Mumber of antigenic mismatches: B - m
Number of antigenic mismatches C
Mumber of antigenic mismatches: DRE1
Mumber of antigenic mismatches: DOB1
[Nurmber of antigenic mismatches: DPB1




_ Unrelated donor

European Society far Blood and 4
iMarrow Transpigntation

i = =

e - T
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Dater Bearbeten Ansicht  Favonten  Extras

Lo [ Vorgeschiagene Sites = 2 Google

Resume with the first item in the current section by pressing Tab (or click on any other item)

Index B=ilicls Overview

MEDAB - [B03)[PRODUCTION] Dresden]|

DynFil:20:Acdte leukaemia

-

wvalue : | s A
cic 308808 hchons Eé [é Dﬁ E
Fatient 494000 9999499 ;
- ete
Tieamentdae TOTEIG7I07 0000 201607707 D000 Form aboutfobe.. MedADay0 - Cse BEEE TB ¢
Donar 17 Medl-B over Med-A | pull
T o e - Record Locator O
Donor 1D and order of infusion o [ Ve a ol Patient [308] 99999¢
|dentification of donar or CBU unit used by centre Diagn 2041/01/04
[Number in the infusion order int _ ey
HLA maich q Unrelated or National Reg Invol 3
Degree of mismatch in related donors Add the Assel 2016107107
JON code for the Donor Registry or Cord Blood Bank = woT7
I E T 00 @ {
Mame of the Donor registry = I
Donar centre name WIWDA / BMDW code for the Donor Regisiry i
|dentification of donor or CBU given by donor registry A Austrian Bone Marrow Donors (4) This is an
|dentfication of pafient given by donor registry ACE  |Austrian Cord Blood Regisiry (ACE) A [alphanumerical code, i Flior
!Number of mma@che_s _ ACCB [StemCyte, Inc, (ACCB) with & maximum aion &
[Number of antigenic mismatches: A - — Domor e OF length of 4
INumber of antigenic mismatches: B s | FSnoir e el e characters, unigue
Number of antigenic mismatches. C AM  |Ammenian Bone Marow Donor Registry Charitable Trust (AM) [for each Donor |harves!
Number of anfigenic rismatches. DRET BOCE |University of Calorado Cord Blood Bank (AOCE) Registry or Cord
[Number of antigenic mismatches: DOB1 AR |Argenfine CPH Donors Registry (AR) Blood Bank essin;
Number of antigenic mismatches: DPE1 ARCE |Argentina National Cord Biood Bank (ARCE) .
Numoer of allelic mismatches. A ATCE [Hellenic Card Elood Bank (ATCE) L
i:“mizmiﬂ::e:!c mismatches; g AUCB |Ausiralian Gord Blood Regisiy (AUGE) el
umber of allelic mismatches: ; SR ¥
| F |A
Number o allalic Tiamat hes TG SUS Austraha.n Boln.e:I Iamow Danor Q.eg\mtry\ US) -
Number of allelic mismatches: DQB1 Menow Donor Eyparam: Begtm ()
Number of allelic mismatches: DFR1 BACE Thai Mational Cord Blood Bank (BACE) jping dr
Donor details BCE  [Belgium Cord Blood Registry (BCE)

Unrelated donor

Donor registry

Identification of donor in
registry

Identification of patient in registry

Give allway full string code!
Never drop initials!
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Bearbeiten Favoriten  Bxtras

o B Vorgeschiagene Sites v &) Google

Report Export Help Filter

Resume with the first item in the current section by pressing Tab (or click on any other item)

MEDAB - [303][PRODUCTION][Dresden|

(%)

Fo

Index J=ilitdd Overview DynFil:20:Acute leakasmia

CICAssessment(1)

CiC 304 803 i
Fatient 909999 9954099
_ |Assassment date 2016/07/07 00:00 2016/07/07 00:00:00 :;:Z"
Bl Patient HLA: DNA results 55
DNA typing done Dete
HLA: DNA typing done | 7 Yes Arey
Type A e
L A DA nalele 1 of he patent | 008
HLA A MAC code for allele 1 in the patient - -
HLA A: DNA in allele 2 of the patient HLAA: DNA in allele 1 of the palient
HLA A MAC code for allele 2 in the patient A1 A
TypeB I A0 420101 A
HLA B: ONA in allele 1 of the patient MO0 e

HLA B: MAC code for allele 1in the patient
HLA B: DNA in allele 2 of the patient
HLA B: MAC code for allele 2 in the patient

Type C
HLA C: DNA In allele 1 of the patient

A*01:01:01:01 |AD101:01:01
A*01:01:01:02N|A*01:01:01:02M
A*01:01:01:03 |4%01:01:01:02
A*01:01:01:04 |4*01:01:01:04

HLA C: MAC code for allele 1in the patient AOT0EMG  [a010101G
HLA C: DNAIn allele 2 of the patient AR0102 A*01:01:02
HLA C: MAC code for allele 2 in the patient A010403 A*01-01:03
Type DRBA AOT0104  |AOI0To

HLA DRE1: DNA in allele 1 of the patient |

+14-N14-NE $04 .41

HLA DNA typing

Report the whole string
code!

Don‘t drop letters!
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% HLA-compatibility is a Risk Factor

- Adjusted Curves for Overall Survival (Intermediate disease stage)

1.0 |
p<0.001
08 | |
> 06
%
: 8/8 (n=1477)
T 04
& e /8 (n=667) IA o8
) 6/8 (mot80) T
0
0o 1 2 3 4 _5 g )

Years after transplant

Pidala et al. Blood 2014
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HLA-compatibility is a Risk Factor ...

e Thus due to it's strong impact on GVHD and survival HLA-
compatiblity is an almost universal confounder (alike
comorbidity & disease risk ) and needs to be considered in
almost any statistical analysis comprising unrelated donor
transplantation.

» To specify partial matches is most relevant in unrelated
donor transplantation.

* Due to the Mendelian laws, siblings are either HLA-identical
(i.e. share two haplotypes) or haploidentical (i.e. share one
haplotype) or non-ident but only rarely (<2%) partially
matched.




Eurmpenr Society for Blood and
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% HLA is key to improve donor selection

100 — —— HLA 10/10 matched, non-permissive HLA-DPB1 mismatched (n=1564) (1)
—— HLA 9/10 matched, HLA-DPB1 matched (n=474) (2)
. —— HLA 9/10 matched, permissive HLA-DPB1 mismatched (n=1502) (3)
S 80 —— HLA 9/10 matched, non-permissive HLA-DPB1 mismatched (n=946) (4)
= _
=
S
E
2 b0
=l
=
=
= -
D L
< 40— B I‘_
[=]
£
=
S 20
(=
0 I | l | | |
Q 2 4 6 8 10 12

Time after haemopoietic cell transplantation (years)
Number at risk

— (1) 570 264 87
— (2) 164 62 15
— (3) 505 202 55
— (4 289 134 39

Fleischhauer et al, Lancet Oncol 2012
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% HLA is key to improve donor selection ...

... even when it is about secondary factors

100

1 A (N=2260; 34%) Donor Ages
< 80- === =B (N=3631; 31%) A, 28-32 yrs
= _ = C (N=438; 27%) B, 33-50 yrs
= C, >50 yrs
® 60- Y
Lo
O i
o
T 40+
W _
=
& 20-

lI:]_I | | | | | | | |
0 2 4 6 8

Kollman et al, Blood 2016




Presentation of ‘mutated’ peptides

‘Antigen  Antigen = MHC  Peptide-MHC
uptake. .pracessing: _biosynthesis” association j

Peptides in
cytosol

- Class |
Cytosolic MHC & & 4 i CD8*
protein Proteasome ¥ oYy B i CTL
A Wiy Class | MHC pathway
Lt S B ER jf i D Y;

In patients with NPM1-mutated AML the cytosolic protein might be a leukemia-specific
protein

While the patient immune system did not recognize this mutated protein the donor
immune system could be capable.

Abbas et al.: Cellular and Molecular Immunology, 7e, modified



Discrimination between ‘self' and ‘foreign’

Leukemia cell:
HLA -B + mutated NPM1

NORecognition!

Recognition!
Recipient T cell: Donor T cell:
T cell receptor does not specific T cell receptor

recognize ,self’ peptides recognizes ‘mutated’ peptide



WM HLA and Disease associations
= ... here NPM1_. . AML

mut

HLA-B frequency
o

T e e e e )

Kuzelova, PLOSOne 2015
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mm% Natural Killer Cell (NK) Immunoglobulin-
N like Receptors (KIR)

Facettes of HLA interactions:

- KIRs interact Cytotoxic T cell NK cell
with groups of
HLA alleles (e.g.
C alleles can be
divided into C1
and C2

« NKcells are
potent mediators
of disease
control

modified from: Jones et. al, Nature Immunology 2001
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Summary
e,/

HLA data is key to any high quality publication on allogeneic stem cell
transplantation

« Ask your immunogeneticist or your doctor when you are uncertain what
you should report

* Donor and patient may be HLA compatible even when the string code or
number code differ. The statement on HLA-compatibility on the report of
the immunogeneticist is binding.

 Don't drop letters (G-, P-, L-, ...) from the HLA-codes.

* Don‘t change the donor ID and the patient ID from the number or string
code.
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& B Vorgeschsgen ies = Y Google HLA DNA typing — patient

|l vitps:/ /w2 clinicalreseatch.n/PROMISE/S/HETT/S_D_EBMT_C_NEW_MEDAB_AULINK_ O ~ @ € ;|'|Mmm (MAIN ENTRY TO P

DEicREE Report Export Help  Eilter MEDAB - [308][PRODUCTION] Dresden]|
. N
Resume with the first item in the current section by pressing Tab (or click on any other item) HilEd)
66 HLAA
Index J=il{Glg Overview DynFil:20:Acuse feukaemia H LA C
e Assessment(1) value |label :
cic 308 208 il HLA DRB1
Patient 000004 400600
_ Assassment date 2016/07/07 00:00 2016/07/07 00:00:00 :‘Z'E'Bai H LA DQB 1
Patient HLA: DNA results {&Note: Enter the HLA typing results for the patienfjisses
DNA typing done L g:f;uf HLA DPB1
LDV e — 06 ® presis
Ype.
HLA A° DNA in allele 1 of the patient HLA: DNA typing done
HLA A MAC code for allele 11in the patient T Tho
HLA A DNA in allele 2 of the patient T

HLA A MAC code for allele 2 in the patient
TipeB 09 unknown|
HLA B: DNA in allele 1 of the patient

HLA B: MAC code for allele 1in the patient

HLA B: DNA in allele 2 of the patient =
HLA B: MAC code for allsle 2inthe patient |
Type C

HLA C: DNA in aliele 1 of the patient

HLA C: MAC code for allele 1in the patient
HLA G: DNA In allele 2 of the pafient

HLA C: MAC code for allele 2 In the patient
Type DRBA

HLA DRB1: DNA in allele 1 of the patient

HLA DRB1: MAC code for allele 1 in the patien
HLA DRB1: DNA In allele 2 of the patient

HLA DRB1: MAC code for allele 2 in the patien
Type DQB1

HLA DOET: DNA in allele 1 of the pafient

HLA DOB: MAC code for allele 1 inthe patient
HLA DOB1: DNA in allele 2 of the patient

HLA DQB: MAC code for allele 2 in the patient
Type DPB1

HLA DPB1: DNA in allele 1 of the patient

HLA DPB1: MAC code for allele 1 in the patient
HLA DPB1: DNA in allele 2 of the patient

HLA DPB1: MAC code for allele 2 in the patient
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w5 [ Vorgeschlagene Sites = -'l Google

BEicN=eM Report Export Help FEilter MEDAB -- [803][PRODUCTION][Dresdn]| HLAA
Resume with the first item in the current section by pressing Tab (or click on any other item) HLA B

HLAC

DynFili20:Acute Jeukaemia H LA D RB 1
e HLA DQB1
I Assessment(1) value label

CIC 808|808 HLA DPB1
Fatient G50450| 550650
Assessment date 2016/07/07 00:00| 2016/07/07 00:00:00
Patient HLA: serology results
HLA: serology typing done [ .
M scrooy HApng e | I ©00@

Ty A .
HLA A: serology in the patient 1 Serology HLA typing done |
HLA A; seralogy in the patient 2 T o
Type B 3
HLA B: serology in the patient 1
HLA B: serology in the patient 2
MType C
HLA C: serology in the patient 1
HLA C: serology in fhe patient2. |
Type DRB1
HLA DRB1: serology in the patient 1|
HLA DRB1: serology in the patient 2|
Type DQBA :
HLA DQB1: serclogy n the patient 1
HLA DQB1: serology in the patient 2
Type DPB1
HLA DPB1: serclogy in the patient 1
HLA DPB1: serology in the patient 2

Index N=ilieslg Overview

Yes
Slunknown

[r=]
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Datei  Bearbeiten Ansicht Favoriten  Extras

W e—— HLA DNA typing — donor

Report Export Help Filter MEDAB ~ (80| [PRODUC TION] Dresde]
Resume with the first item in the current section by pressing Tab (or click on any other item) @ @(
. HLAA
Index B=ilieid Overview DyrFili20:Acute leukaamiz H L A B
. f HLA C
CIC 408, 508
Pafiert 53998 399300 HLA DRB1
[Treaiment date 2016/07/07 00:00 2016/07/07 00:00:00) Fe
Doriar i b HLA DQB1

" . : L
Donor HLA: DNA results {¥iNote: Enter the HLA typing resulfs for this dono o
HLA: DNA typing done \ H HLA DPB1

DNA HLA typing done ] 068 8
Type A
HLA A: DNA in allele 1 of the donor DONA HLA typing done ‘

HLA A MAC code for allele 1in the donar 1
HLA A: DNA in allele 2 of the donor 3
HLA A: MAC code for allele 2 in the donor
Type B 3 |Yes, identical. Copy results from patient]
HLA B: DNA in allele 1 of the donor 89 unknown

HLA B: MAC code for aliele 1 in the donor
HLA B: DNA in allele 2 of the donor I
HLA B: MAC coda for liele 2 intha donor = b
Type C

HLA C: DNA in allele 1 of the donor

HLA G: MAC codge for allele 1 in the donor
HLA C: DNA in allele 2 of the donor

HLA C: MAC code for allele 2 in the donor
Type DRB1

HLA DRB1: DNA in allele 1 of the donor

HLA DRB1: MAC code for alile 1 in the donor
HLA DRB1: DNA in allele 2 of the donor

HLA DRB1: MAC code for allele 2 in the donor
Mype DOB1

HLA DQB1: DNA in allele 1 of the donor

HLA DQB1: MAC code for allele 1in the donol
HLA DQB1: DNA in aliele 2 of the donar

HLA DQB1: MAC code for allele 2 in the donor
Type DPB1

HLA DPB1: DNAin allele 1 of the donar

HLA DPB1: MAC code for aliele 1 in the donor]
HLA DPB1: DNA in alleie 2 of the danor

HLA DPB1: MAC code for allele 2 in the donor

Mo

Ves




T —— . e ——
e(r‘; !'-'I https://www.clinicalresearch.nl/PROMISE/S/HETT/S.0_FBMT_C_NEW MEDAB /AULINK. O~ @& € ” 'Img{w

Dater Bearbeten Ansicht Favoriten  Extras

o [l Vorgeschiagene Sites » 2 Google

Report Export Help Filter

Resume with the first item in the current section by pressing Tab (or click on any other item)

MEDAB - [808][FRODUCTION][Dresden]|

ma =

DynFil:20: Acute leakaemia

Index m Overyiew

wvalue label

CIC 208 202

Patient 909909 499599

[Treatment date 2016/07/07 00:00 2016/07/07 00:00:00
[Donor 1l 1

Donor HLA: serology results
HLA: serology typing done

|
Serology HLA fyping done 1 g8
Type A
HLA A serology in the denor 1 Serology HLA typing done
HLA A: seroioay in the donar 2 1 o
ype® 2 [Yes
:ti\ g 22;3%; :; m: ggzg[; 3 |Yes, identical. Copy results from patient
TypeC 99|unknown
HLA C: serclogy in the donor 1 |
HLA C: serology in the donor 2

Type DRB1
HLA DRB1: serology in the donor 1
HLA DRE1: serology in the donor 2
Type DQB1
HLA DRB1: serology in the donor 1
HLA DQB1: serology in the donor 2
[Type DPB1
IHLA DPB1: seralogy in the donor 1
HLA DPB1: serology in the donar 2
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HLA serology typing — donor

HLAA
HLA B
HLAC
HLA DRB1
HLA DQB1
HLA DPB1




