	UIC (Unique Identification Code): «ID»-«IDAA»
	Primary Diagnosis: Chronic leukaemia IF  <> "Missing" "Chronic leukaemia" 
Chronic leukaemia
Chronic leukaemia IF  = "Missing" "Missing"

	HSCT Date: «DOT»      



HSCT - Minimum Essential Data - A
First report - 100 days after HSCT 
	CENTRE IDENTIFICATION

EBMT Code (CIC): «CENTRE»
Hospital : «CENTR»
Unit : «TEAMTYPF»

Contact person : «MEDNAMET»
PATIENT DATA

	 
	HSCT 
Chronological no. of HSCT for this patient: First IF  <> "Missing" "First" 
First

 IF First = "Missing" "Missing" 

If >1, date of last HSCT before this one: MERGEFIELD VPREVDOG  IF  <> "Not appl."  MERGEFIELD VPREVDOG  

If >1, type of last HSCT before this one 
  IF  = "Allogeneic" "(" "(" 
(
 Allo
 IF  = "Autologous" "(" "(" 
(
 Auto 
 IF  = "Missing" "( Missing" "( N/A" 
( N/A

HSCT part of a planned multiple graft protocol?

 
Yes IF  = "No" "(" "(" 
(
 No 
Yes IF  = "Yes" "(" "(" 
(
 Yes: Yes IF  = "Yes" " MERGEFIELD DBLAUTO " " " 
         Yes IF  = "unknown" "(" "(" 
(
 Unknown   Yes IF  = "Missing" "( Missing" "" 

Preparative (conditioning) regimen given?  
    Yes IF  = "No" "(" "(" 
(
 No (Usually Paed Inherited Disorders only) continue to p. 2 
   Yes IF  = "Yes" "(" "(" 
(
 Yes  Yes IF  = "unknown" "( Unknown" "" 
 Yes IF  = "Missing" "( Missing" "" 
 
Was this intended to be myeloablative? (allo only) 


Yes IF  = "Yes" "(" "(" 
(
 Yes
Yes IF  = "No" "(" "(" 
(
 No: Reason:    Yes IF  = "unknown" "( Unknown" "" 

Yes IF  = "Missing" "( Missing" "" 

 IF  = "Age of recipient" "(" "(" 
(
 Age of recipient



	Patient following national/international study/trial: No IF  = "Missing" "( Missing " "" 

No IF  = "Yes" "(" "(" 
(
 Yes         No IF  = "No" "(" "(" 
(
 No           No IF  = "unknown" "(" "(" 
(
 Unknown  

Name of study / trial: STUDYNAM  IF  <> "Missing" " MERGEFIELD STUDYNAM " 

 IF  MERGEFIELD STUDYNAM  = "Missing" "Missing" 

Unique Patient Number or Code: 1017 IF  <> "Missing" "1017  
1017  
 1017 IF  = "Missing" "Missing" 



Compulsory, registrations will not be accepted without this item

Initials: «GIVNAME» «FAMNAME» (first name _family name)
Date of Birth:  1955-02-19 IF  <> "Missing" "1955-02-19" 
1955-02-19

 IF 1955-02-19 = "Missing" "Missing" 
     
   Sex: 
           Male IF  = "Male" "(" "(" 
(
 Male    Male IF  = "Female" "(" "(" 
(
 Female   
	
	

	Male IF  = "Missing" "( Missing"

	
	 IF  = "Comorbid conditions" "(" "(" 
(
 Comorbid conditions  REASRI  IF  = "unknown" "( unknown" "" 

 IF  = "Prior HSCT" "(" "(" 
(
 Prior HSCT                 REASRI  IF  = "Missing" "( Missing" "" 

 IF  = "Protocol driven" "(" "(" 
(
 Protocol driven

OT  IF  > "0" "(" "(" 
(
 Other, specify REASRIOT  IF  <> "Missing" " MERGEFIELD REASRIOT " 
REASRIOT  IF  = "Missing" "Missing" 

Specification and dose of the preparative regimen              Yes IF  = "Conditioning drugs missing" "( Conditioning drugs missing:" "" 

Drug                      Total prescribed cumulative dose as per protocol: 

(all agents given    (= daily dose in mg/kg or mg/m² by nb of days; 

before day 0)         e.g. Busulfan given 4mg/kg daily for 4 days, total dose to report is 16mg/kg)  
DrugPrep3 IF  = "3" "(" "(" 
(
 Ara-C (cytarabine)
DosePrep3 IF  = "Missing" "Dose?" "" 
 DosePrep3 IF  <> "Missing"  " MERGEFIELD DosePrep3 " ""

DoseunitPrep3 IF  = "mg*" "mg (miligrams)" "( mg/m² ( mg/Kg " 
( mg/m² ( mg/Kg 

31 IF  = "31" "(" "(" 
(
 ALG, ATG (ALS, ATS)

4 IF  = "Missing" "Dose?" "" 
 4 IF  <> "Missing" "4" ""
4

mg/Kg IF  = "mg*" "mg/Kg" "( mg/m² ( mg/Kg " 
mg/Kg

Animal origin:    Rabbit IF  = "Missing*" "( Missing" "" 

 
Rabbit IF  = "Hors*" "(" "(" 
(
 Horse
Rabbit IF  = "Rabb*" "(" "(" 
(
 Rabbit
Rabbit IF  = "Oth*" "(" "(" 
(
 Other, specify ……….......... 
DrugPrep5 IF  = "5" "(" "(" 
(
 Bleomycin
DosePrep5 IF  = "Missing" "Dose?" "" 
 DosePrep5 IF  <> "Missing" " MERGEFIELD DosePrep5 " ""

DoseunitPrep5 IF  = "mg*" "mg/msq" "( mg/m² ( mg/Kg" 
( mg/m² ( mg/Kg

6 IF  = "6" "(" "(" 
(
 Busulfan
6.4 IF  = "Missing" "Dose?" "" 
 6.4 IF  <> "Missing" "6.4" ""
6.4

mg/Kg IF  = "mg*" "mg/Kg" "( mg/m² ( mg/Kg" 
mg/Kg

DrugPrep62 IF  = "62" "(" "(" 
(
 Busulvex
DosePrep62 IF  = "Missing" "Dose?" "" 
 DosePrep62 IF  <> "Missing" " MERGEFIELD DosePrep62 " ""

DoseunitPrep62 IF  = "mg*" "mg/Kg" "( mg/m² ( mg/Kg" 
( mg/m² ( mg/Kg

DrugPrep4  IF  = "4" "(" "(" 
(
 BCNU
DosePrep4 IF  = "Missing" "Dose?" "" 
 DosePrep4 IF  <> "Missing" " MERGEFIELD DosePrep4 " ""

DoseunitPrep4 IF  = "mg*" "mg (miligrams)" "( mg/m² ( mg/Kg" 
( mg/m² ( mg/Kg

DrugPrep692 IF  = "692" "(" "(" 
(
 Bexar (radiolabelled MoAB)
DosePrep692 IF  = "Missing" "Dose?" "" 
 DosePrep692 IF  <> "Missing" " MERGEFIELD DosePrep692 " ""

DoseunitPrep692 IF  <> "" "mg (miligrams)" "( mC i    ( MBq" 
( mC i    ( MBq

DrugPrep8 IF  = "8" "(" "(" 
(
 CCNU
DosePrep8 IF  = "Missing" "Dose?" "" 
 DosePrep8 IF  <> "Missing" " MERGEFIELD DosePrep8 " ""

DoseunitPrep8 IF  = "mg*" "mg/msq" "( mg/m² ( mg/Kg" 
( mg/m² ( mg/Kg

DrugPrep632 IF  = "632" "(" "(" 
(
 Campath (antiCD52)
DosePrep632 IF  = "Missing" "Dose?" "" 
 DosePrep632 IF  <> "Missing" " MERGEFIELD DosePrep632 " "

DoseunitPrep632 IF  = "mg*" "mg/Kg" "( mg/m² ( mg/Kg" 
( mg/m² ( mg/Kg

DrugPrep7 IF  = "7" "(" "(" 
(
 Carboplatin
DosePrep7 IF  = "Missing" "Dose?" "" 
 DosePrep7 IF  <> "Missing" " MERGEFIELD DosePrep7 " ""

DoseunitPrep7 IF  = "mg*" "mg (miligrams)" "( mg/m² ( mg/Kg" 
( mg/m² ( mg/Kg

DrugPrep30 IF  = "30" "(" "(" 
(
 Cisplatin
DosePrep30 IF  = "Missing" "Dose?" "" 
 DosePrep30 IF  <> "Missing" " MERGEFIELD DosePrep30 " ""

DoseunitPrep30 IF  = "mg*" "mg/msq" "( mg/m² ( mg/Kg" 
( mg/m² ( mg/Kg

DrugPrep40 IF  = "40" "(" "(" 
(
 Corticosteroids
 IF  = "Missing" "Dose?" "" 
  IF  <> "Missing" " MERGEFIELD DosePrep40 " ""

DoseunitPrep40 IF  = "mg*" "mg (miligrams)" "( mg/m² ( mg/Kg" 
( mg/m² ( mg/Kg

9 IF  = "9" "(" "(" 
(
 Cyclophosphamide
120 IF  = "Missing" "Dose?" "" 
 120 IF  <> "Missing" "120" ""
120

mg/Kg IF  = "mg*" "mg/Kg" "( mg/m² ( mg/Kg" 
mg/Kg

DrugPrep12 IF  = "12" "(" "(" 
(
 Daunorubicine
 IF  = "Missing" "Dose?" "" 
  IF  <> "Missing" " MERGEFIELD DosePrep12 " ""

DoseunitPrep12 IF  = "mg*" "mg/msq" "( mg/m² ( mg/Kg" 
( mg/m² ( mg/Kg

DrugPrep1 IF  = "1" "(" "(" 
(
 Doxorubicine (adriamycine)
 IF  = "Missing" "Dose?" "" 
  IF  <> "Missing" " MERGEFIELD DosePrep1 " ""

DoseunitPrep1 IF  = "mg*" "mg (miligrams)" "( mg/m² ( mg/Kg" 
( mg/m² ( mg/Kg

DrugPrep15 IF  = "15" "(" "(" 
(
 Etoposide (VP16)
 IF  = "Missing" "Dose?" "" 
  IF  <> "Missing" " MERGEFIELD DosePrep15 " ""

DoseunitPrep15 IF  = "mg*" "mg (miligrams)" "( mg/m² ( mg/Kg" 
( mg/m² ( mg/Kg

16 IF  = "16" "(" "(" 
(
 Fludarabine
120 IF  = "Missing" "Dose?" "" 
 120 IF  <> "Missing" "120" ""
120

mg/msq IF  = "mg*" "mg/msq" "( mg/m² ( mg/Kg" 
mg/msq

DrugPrep619 IF  = "619" "(" "(" 
(
 Gemtuzumab
 IF  = "Missing" "Dose?" "" 
  IF  <> "Missing" " MERGEFIELD DosePrep619 " ""

DoseunitPrep619 IF  = "mg*" "mg/msq" "( mg/m² ( mg/Kg" 
( mg/m² ( mg/Kg

DrugPrep18 IF  = "18" "(" "(" 
(
 Idarubicine
 IF  = "Missing" "Dose?" "" 
  IF  <> "Missing" " MERGEFIELD DosePrep18 " ""

DoseunitPrep18 IF  = "mg*" "mg/msq" "( mg/m² ( mg/Kg" 
( mg/m² ( mg/Kg

DrugPrep19 IF  = "19" "(" "(" 
(
 Ifosfamide
 IF  = "Missing" "Dose?" "" 
  IF  <> "Missing" " MERGEFIELD DosePrep19 " ""

DoseunitPrep19 IF  = "mg*" "mg/msq" "( mg/m² ( mg/Kg" 
( mg/m² ( mg/Kg

DrugPrep32 IF  = "32" "(" "(" 
(
 Imatinib mesylate
 IF  = "Missing" "Dose?" "" 
  IF  <> "Missing" " MERGEFIELD DosePrep32 " ""

DoseunitPrep32 IF  = "mg*" "mg/msq" "( mg/m² ( mg/Kg" 
( mg/m² ( mg/Kg

DrugPrep21 IF  = "21" "(" "(" 
(
 Melphalan
 IF  = "Missing" "Dose?" "" 
  IF  <> "Missing" " MERGEFIELD DosePrep21 " ""

DoseunitPrep21 IF  = "mg*" "mg/msq" "( mg/m² ( mg/Kg" 
( mg/m² ( mg/Kg

DrugPrep25 IF  = "25" "(" "(" 
(
 Mitoxantrone
 IF  = "Missing" "Dose?" "" 
  IF  <> "Missing" " MERGEFIELD DosePrep25 " ""

DoseunitPrep25 IF  = "mg*" "mg/msq" "( mg/m² ( mg/Kg" 
( mg/m² ( mg/Kg

DrugPrep33 IF  = "33" "(" "(" 
(
 Paclitaxel
 IF  = "Missing" "Dose?" "" 
  IF  <> "Missing" " MERGEFIELD DosePrep33 " ""

DoseunitPrep33 IF  = "mg*" "mg (miligrams)" "( mg/m² ( mg/Kg" 
( mg/m² ( mg/Kg

 IF  = "615" "(" "(" 
(
 Rituximab (mabthera, antiCD20)
 IF  = "Missing" "Dose?" "" 
  IF  <> "Missing" " MERGEFIELD DosePrep615 " ""

DoseunitPrep615 IF  = "mg*" "mg (miligrams)" "( mg/m² ( mg/Kg" 
( mg/m² ( mg/Kg

DrugPrep59 IF  = "59" "(" "(" 
(
 Tenoposide
 IF  = "Missing" "Dose?" "" 
  IF  <> "Missing" " MERGEFIELD DosePrep59 " ""

DoseunitPrep59 IF  = "mg*" "mg/Kg" "( mg/m² ( mg/Kg" 
( mg/m² ( mg/Kg

DrugPrep27 IF  = "27" "(" "(" 
(
 Thiotepa
 IF  = "Missing" "Dose?" "" 
  IF  <> "Missing" " MERGEFIELD DosePrep27 " ""

DoseunitPrep27 IF  = "mg*" "mg/Kg" "( mg/m² ( mg/Kg" 
( mg/m² ( mg/Kg

DrugPrep691 IF  = "691" "(" "(" 
(
 Zevalin (radiolabelled MoAB)
 IF  = "Missing" "Dose?" "" 
  IF  <> "Missing" " MERGEFIELD DosePrep691 " ""

DoseunitPrep691 IF  <> "" "milli Curie (mCi)" "( mCi      ( MBq" 
( mCi      ( MBq

( Other radiolabelled MoAB, specify............ 
( mCi      ( MBq
DrugPrep600 IF  <> "" "(" "(" 
(
 Other MoAB, specify   IF  <> "" " MERGEFIELD  DrugPrep600 " "…...…" 
…...…

 IF  = "Missing" "Dose?" "" 
  IF  <> "Missing" " MERGEFIELD DosePrep600 " ""

DoseunitPrep600 IF  = "mg*" " MERGEFIELD DoseunitPrep600" "( mg/m² ( mg/Kg" 
( mg/m² ( mg/Kg

 IF  <> "" "(" "(" 
(
 Other, specify   IF  <> "" " clofarabine" "….....…………" 
….....…………

 IF  = "Missing" "Dose?" "" 
  IF  <> "Missing" " MERGEFIELD DosePrep776 " ""

DoseunitPrep776 IF  = "mg*" "mg/msq" "( mg/m² ( mg/Kg" 
( mg/m² ( mg/Kg

 IF  <> "" "(" "(" 
(
 Other, specify  IF  <> "" " Velcade" "….....…………" 
….....…………

 IF  = "Missing" "Dose?" "" 
  IF  <> "Missing" " MERGEFIELD DosePrep777 " ""

DoseunitPrep777 IF  = "mg*" "mg/msq" "( mg/m² ( mg/Kg" 
( mg/m² ( mg/Kg

8 IF  <> "" "(" "(" 
(
 Other, specify 8 IF  <> "" "G-CSF" "….....…………" 
….....…………

8  IF  = "Missing" "Dose?" "" 
 8  IF  <> "Missing" " MERGEFIELD DosePrep778 " ""

DoseunitPrep778 IF  = "mg*" "mg (miligrams)" "( mg/m² ( mg/Kg" 
( mg/m² ( mg/Kg

9 IF  <> "" "(" "(" 
(
 Other, specify 9 IF  <> "" " Velcade" "….....…………" 
….....…………

9  IF  = "Missing" "Dose?" "" 
 9  IF  <> "Missing" " MERGEFIELD DosePrep779 " ""

DoseunitPrep779 IF  = "mg*" "mg/msq" "( mg/m² ( mg/Kg" 
( mg/m² ( mg/Kg

Total prescribed radiation dose as per protocol

Total Body Irradiation
No IF  = "No" "(" "(" 
(
 No 
No IF  = "Yes" "(" "(" 
(
 Yes: VTBIDOSE  IF  =  "Missing" "Dose?" ""
VTBIDOSE  IF  =  "" "….."
…..
VTBIDOSE  IF  <> "Missing"  MERGEFIELD VTBIDOSE  "….."
 Gy No IF  = "unknown" "( unknown" "" 
No IF  = "Missing" "( Missing"""

TLI, TNI, TAI
No IF  = "No" "(" "(" 
(
 No 
No IF  = "Yes" "(" "(" 
(
 Yes: TLNADOSE  IF  = "Missing" "Dose?" ""
TLNADOSE  IF  = "" "….."
…..
TLNADOSE  IF  <> "Missing"  MERGEFIELD TLNADOSE  "….." 
 Gy No IF  = "unknown" "( unknown" "" 

 IF No = "Missing" "( Missing" "" 

(lymphoid, nodal, abdominal)

	DISEASE

Date of initial diagnosis:  2018-06-01 IF  <> "Missing" "2018-06-01" 
2018-06-01

 IF 2018-06-01 = "Missing" "Missing" 

Primary disease diagnosis: Chronic leukaemia IF  <> "Missing" "Chronic leukaemia" 
Chronic leukaemia

 IF Chronic leukaemia = "Missing" "Missing" 

Subclassification: Precursor Lymphoid Neoplasms (old ALL) IF  <> "AL type missing" "Precursor Lymphoid Neoplasms (old ALL)" 
Precursor Lymphoid Neoplasms (old ALL)
Precursor Lymphoid Neoplasms (old ALL) IF  = "AL type missing" "AL type Missing" 
  IF  <> "AML type missing" " MERGEFIELD AML " 
 IF  = "AML type missing" "AML type Missing" 

 IF ALL type missing <> "ALL type missing" " MERGEFIELD ALLL " 
 ALL type missing IF  = "ALL type missing" "ALL type Missing" 
ALL type Missing

 IF CML <> "CL type missing" "CML" 
CML
Precursor Lymphoid Neoplasms (old ALL) IF  = "CL type missing" "CL type Missing" 
 t(9;22) IF  <> "*missing" "t(9;22)" 
t(9;22)

 IF t(9;22) = "*missing" "t(9;22) status Missing" 
 «CHROPRES» BCR/ABL IF  <> "*missing" "BCR/ABL" 
BCR/ABL

 IF BCR/ABL = "*missing" "bcr-abl status Missing" 
 «MOLPRES» VCLLSUBC  IF  <> "CL other type missing" " MERGEFIELD VCLLSUBC " 

 IF  MERGEFIELD VCLLSUBC  = "CL other type missing" "CL other type Missing" 

 IF  MERGEFIELD VCPLSUBC  <> "CPL type missing" " MERGEFIELD VCPLSUBC " 

 IF  MERGEFIELD VCPLSUBC  = "CPL type missing" "CPL type Missing" 
WHOLYCLS  IF  <> "Lymphoma type missing" " MERGEFIELD WHOLYCLS " 

 IF  MERGEFIELD WHOLYCLS  = "Lymphoma type missing" "Lymphoma type Missing" 
  IF  <> "Hodgkin type missing" " MERGEFIELD HODGKIN " 

 IF  MERGEFIELD HODGKIN  = "Hodgkin type missing" "Hodgkin Missing" 

 IF  MERGEFIELD VPLCEDS1  <> "Plasma cell d. missing" " MERGEFIELD VPLCEDS1 " 

 IF  MERGEFIELD VPLCEDS1  = "Plasma cell d. missing" "Plasma cell d. Missing" 
 VPLCEDS3  IF  <> "Multiple myeloma type missing" " MERGEFIELD VPLCEDS3 " 

 IF  MERGEFIELD VPLCEDS3  = "Multiple myeloma type missing" "Multiple myeloma type Missing" 
 VPLCEDS2  IF  <> "Ig chain missing" " MERGEFIELD VPLCEDS2 " 

 IF  MERGEFIELD VPLCEDS2  = "Ig chain missing" "Ig chain Missing" 
 VPLCEDS4  IF  <> "Light chain type missing" " MERGEFIELD VPLCEDS4 " 
 IF  = "Light chain type missing" "Light chain type Missing" 

 IF  MERGEFIELD VSOLTUMO  <> "Solid tumour type missing" " MERGEFIELD VSOLTUMO " 

 IF  MERGEFIELD VSOLTUMO  = "Solid tumour type missing" "Solid tumour type Missing" 
 VTNMM  IF  <> "Distant metastases missing" " MERGEFIELD VTNMM " 

 IF  MERGEFIELD VTNMM  = "Distant metastases missing" "Distant metastases status Missing" 
 VSTGDST  IF  <> "*tage missing" " MERGEFIELD VSTGDST " 

 IF  MERGEFIELD VSTGDST  = "*tage missing" "Stage missing" 
 VSALMDUR  IF  <> "Salmon&Durie class. missing" " MERGEFIELD VSALMDUR " 

 IF  MERGEFIELD VSALMDUR  = "Salmon&Durie class. missing" "Salmon&Durie subclassification Missing" 
 VINFLAM  IF  <> "Inflammatory status missing" " MERGEFIELD VINFLAM " 
 VINFLAM  IF  = "Inflammatory status missing" "Inflammatory status Missing" 
 DISHGRD  IF  <> "Histological grading missing" " MERGEFIELD DISHGRD " 

 IF  MERGEFIELD DISHGRD  = "Histological grading missing" "Histological grading Missing" 

 IF  MERGEFIELD VMDSMPS  <> "MD/MPN WHO class. missing" " MERGEFIELD VMDSMPS " 

 IF  MERGEFIELD VMDSMPS  = "MD/MPN WHO class. missing" "MD/MPN WHO class. Missing" 
 MDSSTAG  IF  <> "At diag: WHO class. missing" " MERGEFIELD MDSSTAG " 

 IF  MERGEFIELD MDSSTAG  = "At diag: WHO class. missing" "At diag: WHO class. Missing" 
 MDSSTAGT  IF  <> "At HSCT: WHO class. missing" " MERGEFIELD MDSSTAGT " 

 IF  MERGEFIELD MDSSTAGT  = "At HSCT: WHO class. missing" "At HSCT: WHO class. Missing" 

 IF  MERGEFIELD VMPS  <> "At diag: MPN WHO class. missing" " MERGEFIELD VMPS " 

 IF  MERGEFIELD VMPS  = "At diag: MPN WHO class. missing" "At diag: MPN WHO class. Missing" 
 VMPST  IF  <> "At HSCT: MPN WHO class. missing" " MERGEFIELD VMPST " 

 IF  MERGEFIELD VMPST  = "At HSCT: MPN WHO class. missing" "At HSCT: MPN WHO class. Missing" 

 IF  MERGEFIELD MDSAMPS  <> "At diag: MD/MPN WHO class.missing" " MERGEFIELD MDSAMPS " 

 IF  MERGEFIELD MDSAMPS  = "At diag: MD/MPN WHO classification missing" "At diag: MD/MPN WHO class. Missing" 
 MDMPSTAGT  IF  = "At HSCT: MD/MPN WHO class. missing" "At HSCT: MD/MPN WHO class. Missing" 

 IF  MERGEFIELD MDMPSTAGT  <> "At HSCT: MD/MPN WHO class. missing"  MERGEFIELD MDMPSTAGT  
 DATTRAN  IF  <> "Date of transformation missing" " MERGEFIELD DATTRAN " 

 IF  MERGEFIELD DATTRAN  = "Date of transformation missing" "Date of transformation Missing" 

 IF  MERGEFIELD BMFTYPE  = "*acquired: type missing*" "BM failure acquired: type Missing" 

 IF  MERGEFIELD BMFTYPE  = "*genetic: type missing*" "BM failure genetic: type Missing" 

 IF  MERGEFIELD BMFTYPE  = "*failure: type missing*" "BM failure: type Missing" 
 BMFTYPE  IF  <> "*type missing*" " MERGEFIELD BMFTYPE " 
 ACQBMFE  IF  <> "Etiology missing" " MERGEFIELD ACQBMFE " 

 IF  MERGEFIELD ACQBMFE  = "Etiology missing" "Etiology Missing" 
 VOTHSAAE  IF  > "0" "SEVERE HEMOLYTIC" 

 IF  MERGEFIELD VHEMOGLO  <> "Haemoglobinopathy type missing" " MERGEFIELD VHEMOGLO " 

 IF  MERGEFIELD VHEMOGLO  = "Haemoglobinopathy type missing" "Haemoglobinopathy type Missing" 

 IF  MERGEFIELD INHDIS  = "Type of inherited disorder missing " "Type of inherited disorder Missing" 

 IF  MERGEFIELD INHDIS  <> "Type of inherited disorder missing" " MERGEFIELD INHDIS " 
 IMMDEF  IF  <> "Type of immune deficiency missing" " MERGEFIELD IMMDEF " 

 IF  MERGEFIELD IMMDEF  = "Type of immune deficiency missing" "Type of immune deficiency Missing" 
 VINBERR2  IF  <> "Type of metabolic disorder missing" " MERGEFIELD VINBERR2 " 

 IF  MERGEFIELD VINBERR2  = "Type of metabolic disorder missing" "Type of metabolic disorder Missing" 
 VINBERR3  IF  > "0" "Osteopetrosis" 

 IF  MERGEFIELD HISTIOCY  <> "Type of histiocytic disorder missing" " MERGEFIELD HISTIOCY " 

 IF  MERGEFIELD HISTIOCY  = "Type of histiocytic disorder missing"  "Type of histiocytic disorder missing" 

 IF  MERGEFIELD VAUTOIM1  <> "Autoimmune disease type missing" " MERGEFIELD VAUTOIM1 " 

 IF  MERGEFIELD VAUTOIM1  = "Autoimmune disease type missing" "Autoimmune disease type Missing" 
 VAUTOIM2  IF  <> "Type of connective tissue missing" " MERGEFIELD VAUTOIM2 " 

 IF  MERGEFIELD VAUTOIM2  = "Type of connective tissue missing" "Type of connective tissue Missing" 

 IF  MERGEFIELD VAUTOIM3  <> "Type of vasculitis missing" " MERGEFIELD VAUTOIM3 " 

 IF  MERGEFIELD VAUTOIM3  = "Type of vasculitis missing" "Type of vasculitis Missing" 

 IF  MERGEFIELD VAUTOIM4  <> "Type of arthritis missing" " MERGEFIELD VAUTOIM4 " 

 IF  MERGEFIELD VAUTOIM4  = "Type of arthritis missing" "Type of arthritis Missing" 
 PRAONSET  IF  <> "Polyarticular type of onset missing" " MERGEFIELD PRAONSET " 

 IF  MERGEFIELD PRAONSET  = "Polyarticular type of onset missing" "Polyarticular type of onset Missing" 

 IF  MERGEFIELD VAUTOIM5  <> "Type of other neurological disorder missing" " MERGEFIELD VAUTOIM5 " 

 IF  MERGEFIELD VAUTOIM5  = "Type of other neurological disorder missing" "Type of other neurological disorder Missing" 

 IF  MERGEFIELD VAUTOIM6  <> "Type of haematological autoimmune disease missing" " MERGEFIELD VAUTOIM6 " 

 IF  MERGEFIELD VAUTOIM6  = "Type of haematological autoimmune disease missing" "Type of haematological autoimmune disease Missing" 

 IF  MERGEFIELD VAUTOIM7  <> "Type of inflammatory bowel disorder missing" " MERGEFIELD VAUTOIM7 " 

 IF  MERGEFIELD VAUTOIM7  = "Type of inflammatory bowel disorder missing" "Type of inflammatory bowel disorder Missing" 
  IF  <> "Disease specification missing" " MERGEFIELD VDIAGTX " 

 IF  MERGEFIELD VDIAGTX  = "Disease specification missing" "Disease specification Missing" 

Secondary origin:  MERGEFIELD VSECORIG  IF  = "Yes" "(" "(" 
(
 Yes MERGEFIELD VSECDIS1 IF  > "0" ": AR without ringed sideroblasts  " 
   IF  = "No" "(" "(" 
(
 No   MERGEFIELD VSECORIG  IF  = "unknown" "(" "(" 
(
 Unknown  MERGEFIELD VSECORIG  IF  = "Missing" "( Missing" "" 
 

(for leukaemia only)    

Status at HSCT: Blast crisis IF  <> "Missing" "Blast crisis" 
Blast crisis

 IF Blast crisis = "Missing" "Missing" 
 1st IF  <> "Number of this status missing" "1st" 
1st

 IF 1st = "Number of this status missing" "Number of this status Missing" 
 VCRCONFI  IF  <> "CR Confirmation missing" " MERGEFIELD VCRCONFI " 

 IF  MERGEFIELD VCRCONFI  = "CR Confirmation missing" "CR confirmation Missing" 
 VSENSIT  IF  <> "Sensitivity missing" " MERGEFIELD VSENSIT " 

 IF  MERGEFIELD VSENSIT  = "Sensitivity missing" "Sensitivity Missing" 
 VREMTRAN  IF  <> "Haemat. remission missing" " MERGEFIELD VREMTRAN " 

 IF  MERGEFIELD VREMTRAN  = "Haemat. remission missing" "Haemat. remission Missing" 
 VCYTOGRE  IF  <> "Cytog. remission missing" " MERGEFIELD VCYTOGRE " 

 IF  MERGEFIELD VCYTOGRE  = "Cytog. remission missing" "Cytog. remission Missing" 
 VMOLECRE  IF  <> "Molec. remission missing" " MERGEFIELD VMOLECRE " 

 IF  MERGEFIELD VMOLECRE  = "Molec. remission missing" "Molec. remission Missing" 

	
	

	HSCT
Performance score
System  Karnofsky IF  = "Karnofsky" "(" "(" 
(
 Karnofsky  Karnofsky IF  = "Missing" "( Missing          " "" 

 IF Karnofsky = "unknown" "( Unknown" "" 

Score: Normal activity IF  = "unknown" "( Unknown" "                         " 
                         
  
              Karnofsky IF  = "Lansky" "(" "(" 
(
 Lansky    Normal activity IF  = "Missing" "( Missing" "" 

Normal activity IF  = "Moribund" "(" "(" 
(
 10  Normal activity IF  = "Very sick" "(" "(" 
(
 20  Normal activity IF  = "Severely disabled" "(" "(" 
(
 30  Normal activity IF  = "Disabled" "(" "(" 
(
 40  Normal activity IF  = "Requires assistance" "(" "(" 
(
 50  Normal activity IF  = "Requires occasional assistance" "(" "(" 
(
 60  Normal activity IF  = "Cares for self" "(" "(" 
(
 70  Normal activity IF  = "Normal with effort" "(" "(" 
(
 80  Normal activity IF  = "Normal activity" "(" "(" 
(
 90  Normal activity IF  = "Normal, NED" "(" "(" 
(
 100
Type of HSCT:  Allogeneic IF  = "Missing" "( Missing" "" 

Allogeneic IF  = "Autologous" "(" "(" 
(
 Autologous 

Allogeneic IF  = "Allogeneic" "(" "(" 
(
 Allogeneic 
Patient CMV status  
  Positive IF  = "Negative" "(" "(" 
(
 Negative
 Positive IF  = "Positive" "(" "(" 
(
 Positive

(for allografts) Positive IF  = "Missing" "( Missing" "               " 
               

 IF Positive = "Not evaluated" "(" "(" 
(
 Not evaluated Positive IF  = "unknown" "(" "(" 
(
 unknown 

Multiple donors  Yes IF  = "Missing" "( Missing" "        " 
        
  Yes IF  = "No" "(" "(" 
(
 No   Yes IF  = "Yes" "(" "(" 
(
 Yes: Number: Missing IF  <> "Missing" " MERGEFIELD DONNR " 

 IF Missing = "Missing" "Missing" 
Missing

     (including multiple CB units or different stem cell products for same donor)                     
STEM CELLS (autografts or allografts)
If autograft, fill only Source of stem cells and Graft manipulation ex-vivo

If allograft, fill all sections and replicate and fill this box for each donor or different stem cell products of same donor if applicable
Source of Stem Cells (check all that apply): PB+CB IF  = "Missing" "( Missing" "" 

MERGEFIELD VBMSC  IF  = "Yes" "(" "(" 
(
 Bone Marrow
Yes IF  = "Yes" "(" "(" 
(
 Peripheral Blood   

Yes IF  = "Yes" "(" "(" 
(
 Cord Blood
MERGEFIELD VOTSC IF  = "Yes" "(" "(" 
(
 Other: «VSTMSOUR»
Donor ID: E002200823275 IF  <> "Missing" "E002200823275" "" 
E002200823275
 E002200823275 IF  = "Missing" "Missing" "" 
             
( N/A (if autograft, go to Graft
DONORID22                                        manipulation below)
HLA match type (for allografts)  
Unrelated IF  = "Missing" "( HLA match Missing" "" 


Unrelated IF  = "Syngeneic" "(" "(" 
(
 Syngeneic (monozygotic twin)

Unrelated IF  = "Identical sibling" "(" "(" 
(
 HLA-identical sibling (may include non-monozygotic twin)
 Unrelated IF  = "Matched other relative" "(" "(" 
(
 HLA-matched other relative

Unrelated IF  = "Mismatched relative" "(" "(" 
(
 HLA-mismatched relative:



Degree of allele mismatch
 MERGEFIELD ALLMISRL  IF  = "1 HLA antigen mismatch" "(" "(" 
(
 1 HLA antigen mismatch    


      IF  = "Missing" "( Missing" "" 

 MERGEFIELD ALLMISRL  IF  = ">=2 HLA loci mismatch" "(" "(" 
(
 > 2 HLA antigen mismatch


Unrelated IF  = "Unrelated" "(" "(" 
(
 Unrelated donor

                   

Name of donor registry/CB Bank: Missing IF  <> "Missing" " MERGEFIELD DONREGID " 

 IF Missing = "Missing" "Missing" 
Missing


WMDA code (up to 4 characters):  «WMDAID»

 Complete number of mismatches inside each box 

A
 B
  C
 DRB1
DQB1
DPB1 
MMSERA  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMSERA  = "None" "(" "" 

 IF  MERGEFIELD MMSERA  = "1" "(" "" 

 IF  MERGEFIELD MMSERA  = "2" "(" "" 

 IF  MERGEFIELD MMSERA  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMSERA  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMSERA  = "unknown" "(" "" 

MMSERB  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMSERB  = "None" "(" "" 

 IF  MERGEFIELD MMSERB  = "1" "(" "" 

 IF  MERGEFIELD MMSERB  = "2" "(" "" 

 IF  MERGEFIELD MMSERB  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMSERB  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMSERB  = "unknown" "(" "" 

MMSERC  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMSERC  = "None" "(" "" 

 IF  MERGEFIELD MMSERC  = "1" "(" "" 

 IF  MERGEFIELD MMSERC  = "2" "(" "" 

 IF  MERGEFIELD MMSERC  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMSERC  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMSERC  = "unknown" "(" "" 

MMSERDR  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMSERDR  = "None" "(" "" 

 IF  MERGEFIELD MMSERDR  = "1" "(" "" 

 IF  MERGEFIELD MMSERDR  = "2" "(" "" 

 IF  MERGEFIELD MMSERDR  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMSERDR  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMSERDR  = "unknown" "(" "" 

MMSERDQ  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMSERDQ  = "None" "(" "" 

 IF  MERGEFIELD MMSERDQ  = "1" "(" "" 

 IF  MERGEFIELD MMSERDQ  = "2" "(" "" 

 IF  MERGEFIELD MMSERDQ  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMSERDQ  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMSERDQ  = "unknown" "(" "" 

MMSERDP  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMSERDP  = "None" "(" "" 

 IF  MERGEFIELD MMSERDP  = "1" "(" "" 

 IF  MERGEFIELD MMSERDP  = "2" "(" "" 

 IF  MERGEFIELD MMSERDP  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMSERDP  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMSERDP  = "unknown" "(" "" 

        Antigenic

HLA code is 2 digits

MMALLA  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMALLA  = "None" "(" "" 

 IF  MERGEFIELD MMALLA  = "1" "(" "" 

 IF  MERGEFIELD MMALLA  = "2" "(" "" 

 IF  MERGEFIELD MMALLA  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMALLA  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMALLA  = "unknown" "(" "" 

MMALLB  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMALLB  = "None" "(" "" 

 IF  MERGEFIELD MMALLB  = "1" "(" "" 

 IF  MERGEFIELD MMALLB  = "2" "(" "" 

 IF  MERGEFIELD MMALLB  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMALLB  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMALLB  = "unknown" "(" "" 

MMALLC  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMALLC  = "None" "(" "" 

 IF  MERGEFIELD MMALLC  = "1" "(" "" 

 IF  MERGEFIELD MMALLC  = "2" "(" "" 

 IF  MERGEFIELD MMALLC  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMALLC  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMALLC  = "unknown" "(" "" 

MMALLDR  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMALLDR  = "None" "(" "" 

 IF  MERGEFIELD MMALLDR  = "1" "(" "" 

 IF  MERGEFIELD MMALLDR  = "2" "(" "" 

 IF  MERGEFIELD MMALLDR  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMALLDR  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMALLDR  = "unknown" "(" "" 

MMALLDQ  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMALLDQ  = "None" "(" "" 

 IF  MERGEFIELD MMALLDQ  = "1" "(" "" 

 IF  MERGEFIELD MMALLDQ  = "2" "(" "" 

 IF  MERGEFIELD MMALLDQ  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMALLDQ  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMALLDQ  = "unknown" "(" "" 

MMALLDP  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMALLDP  = "None" "(" "" 

 IF  MERGEFIELD MMALLDP  = "1" "(" "" 

 IF  MERGEFIELD MMALLDP  = "2" "(" "" 

 IF  MERGEFIELD MMALLDP  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMALLDP  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMALLDP  = "unknown" "(" "" 

           Allelic

HLA code is 4 digits
0=match; 1=one mismatch; 2=2 mismatches; ND=not done 
Please attach laboratory result/HISTOCOMPATIBILITY FORM 
Donor Sex   
Male IF  = "Male" "(" "(" 
(
  Male
Male IF  = "Female" "(" "(" 
(
  Female    Male IF  = "unknown" "( Unknown" "" 

 IF Male = "Missing" "( Missing" "" 

Donor CMV status   Not evaluated IF  = "Negative" "(" "(" 
(
 Negative
Not evaluated IF  = "Positive" "(" "(" 
(
 Positive

    Not evaluated IF  = "Missing" "( Missing" "" 

 Not evaluated IF  = "Not evaluated" "(" "(" 
(
 Not evaluated   
Not evaluated IF  = "unknown" "(" "(" 
(
 unknown
Graft manipulation ex-vivo (including T-cell depletion)

(other than for RBC removal or volume reduction)    

None IF  = "None" "(" "(" 
(
 No
  None IF  = "Yes" "(" "(" 
(
Yes             None IF  = "unknown" "(" "(" 
(
 Unknown  None IF  = "Missing" "( Missing" "" 

	
	


Yes IF  = "Yes" "

STEM CELLS / DONOR #2
Source of Stem Cells (check all that apply): PB+CB IF  = "Missing" "( Missing" "" 

PB IF  = "BM*" "(" "(" 
(
 Bone Marrow
PB IF  = "*PB" "("  
(
PB IF  = "PB*" "(" "(" 
(
 Peripheral Blood   

PB IF  = "*CB" "(" "(" 
(
 Cord Blood
Donor ID:  MERGEFIELD DONORID22 
HLA match type: 
Unrelated IF  = "Missing" "( HLA match Missing" "" 


Unrelated IF  = "Syngeneic" "(" "(" 
(
 Syngeneic (monozygotic twin)

Unrelated IF  = "Identical sibling" "(" "(" 
(
 HLA-identical sibling (may include non-monozygotic twin)
 Unrelated IF  = "Matched other relative" "(" "(" 
(
 HLA-matched other relative

Unrelated IF  = "Mismatched relative" "(" "(" 
(
 HLA-mismatched relative:



Degree of allele mismatch
 >=2 HLA loci mismatch IF  = "1 HLA antigen mismatch" "(" "(" 
(
 1 HLA antigen mismatch    


>=2 HLA loci mismatch IF  = "Missing" "( Missing" "" 

 >=2 HLA loci mismatch IF  = "=>2 HLA antigen mismatch" "(" "(" 
(
 > 2 HLA antigen mismatch


Unrelated IF  = "Unrelated" "(" "(" 
(
 Unrelated donor

                   

Name of donor registry/CB Bank:   MERGEFIELD DONREGID2 

WMDA code (up to 4 characters):   MERGEFIELD WMDAID2 

 Complete number of mismatches inside each box 

A  
 B
   C
 DRB1
DQB1
DPB1
 
	MMSERA2  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMSERA2  = "None" "(" "" 

 IF  MERGEFIELD MMSERA2  = "1" "(" "" 

 IF  MERGEFIELD MMSERA2  = "2" "(" "" 

 IF  MERGEFIELD MMSERA2  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMSERA2  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMSERA2  = "unknown" "(" "" 

 IF  MERGEFIELD MMSERA2  = "Missing" "?" "" 

	MMSERB2  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMSERB2  = "None" "(" "" 

 IF  MERGEFIELD MMSERB2  = "1" "(" "" 

 IF  MERGEFIELD MMSERB2  = "2" "(" "" 

 IF  MERGEFIELD MMSERB2  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMSERB2  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMSERB2  = "unknown" "(" "" 

 IF  MERGEFIELD MMSERB2  = "Missing" "?" "" 

	MMSERC2  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMSERC2  = "None" "(" "" 

 IF  MERGEFIELD MMSERC2  = "1" "(" "" 

 IF  MERGEFIELD MMSERC2  = "2" "(" "" 

 IF  MERGEFIELD MMSERC2  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMSERC2  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMSERC2  = "unknown" "(" "" 

 IF  MERGEFIELD MMSERC2  = "Missing" "?" "" 

	MMSERDR2  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMSERDR2  = "None" "(" "" 

 IF  MERGEFIELD MMSERDR2  = "1" "(" "" 

 IF  MERGEFIELD MMSERDR2  = "2" "(" "" 

 IF  MERGEFIELD MMSERDR2  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMSERDR2  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMSERDR2  = "unknown" "(" "" 

 IF  MERGEFIELD MMSERDR2  = "Missing" "?" "" 

	MMSERDQ2  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMSERDQ2  = "None" "(" "" 

 IF  MERGEFIELD MMSERDQ2  = "1" "(" "" 

 IF  MERGEFIELD MMSERDQ2  = "2" "(" "" 

 IF  MERGEFIELD MMSERDQ2  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMSERDQ2  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMSERDQ2  = "unknown" "(" "" 

 IF  MERGEFIELD MMSERDQ2  = "Missing" "?" "" 

	MMSERDP2  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMSERDP2  = "None" "(" "" 

 IF  MERGEFIELD MMSERDP2  = "1" "(" "" 

 IF  MERGEFIELD MMSERDP2  = "2" "(" "" 

 IF  MERGEFIELD MMSERDP2  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMSERDP2  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMSERDP2  = "unknown" "(" "" 

 IF  MERGEFIELD MMSERDP2  = "Missing" "?" "" 

	        Antigenic

HLA code is 2 digits

	MMALLA2  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMALLA2  = "None" "(" "" 

 IF  MERGEFIELD MMALLA2  = "1" "(" "" 

 IF  MERGEFIELD MMALLA2  = "2" "(" "" 

 IF  MERGEFIELD MMALLA2  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMALLA2  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMALLA2  = "unknown" "(" "" 

 IF  MERGEFIELD MMALLA2  = "Missing" "?" "" 

	MMALLB2  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMALLB2  = "None" "(" "" 

 IF  MERGEFIELD MMALLB2  = "1" "(" "" 

 IF  MERGEFIELD MMALLB2  = "2" "(" "" 

 IF  MERGEFIELD MMALLB2  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMALLB2  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMALLB2  = "unknown" "(" "" 

 IF  MERGEFIELD MMALLB2  = "Missing" "?" "" 

	MMALLC2  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMALLC2  = "None" "(" "" 

 IF  MERGEFIELD MMALLC2  = "1" "(" "" 

 IF  MERGEFIELD MMALLC2  = "2" "(" "" 

 IF  MERGEFIELD MMALLC2  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMALLC2  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMALLC2  = "unknown" "(" "" 

 IF  MERGEFIELD MMALLC2  = "Missing" "?" "" 

	MMALLDR2  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMALLDR2  = "None" "(" "" 

 IF  MERGEFIELD MMALLDR2  = "1" "(" "" 

 IF  MERGEFIELD MMALLDR2  = "2" "(" "" 

 IF  MERGEFIELD MMALLDR2  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMALLDR2  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMALLDR2  = "unknown" "(" "" 

 IF  MERGEFIELD MMALLDR2  = "Missing" "?" "" 

	MMALLDQ2  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMALLDQ2  = "None" "(" "" 

 IF  MERGEFIELD MMALLDQ2  = "1" "(" "" 

 IF  MERGEFIELD MMALLDQ2  = "2" "(" "" 

 IF  MERGEFIELD MMALLDQ2  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMALLDQ2  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMALLDQ2  = "unknown" "(" "" 

 IF  MERGEFIELD MMALLDQ2  = "Missing" "?" "" 

	MMALLDP2  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMALLDP2  = "None" "(" "" 

 IF  MERGEFIELD MMALLDP2  = "1" "(" "" 

 IF  MERGEFIELD MMALLDP2  = "2" "(" "" 

 IF  MERGEFIELD MMALLDP2  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMALLDP2  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMALLDP2  = "unknown" "(" "" 

 IF  MERGEFIELD MMALLDP2  = "Missing" "?" "" 

	           Allelic

HLA code is 4 digits


0=match; 1=one mismatch; 2=2 mismatches; ND=not done
 Please attach laboratory results 

Donor Sex   
Female IF  = "Male" "(" "(" 
(
  Male
Female IF  = "Female" "(" "(" 
(
  Female   Female IF  = "unknown" "( Unknown" "" 

 IF Female = "Missing" "( Missing" "" 

Donor CMV status    Positive IF  = "Negative" "(" "(" 
(
 Negative
Positive IF  = "Positive" "(" "(" 
(
 Positive

 Positive IF  = "Missing" "( Missing" "" 

Positive IF  = "Not evaluated" "(" "(" 
(
 Not evaluated
Positive IF  = "unknown" "(" "(" 
(
 unknown 


STEM CELLS DONOR #3
Source of Stem Cells (check all that apply): PB+CB IF  = "Missing" "( Missing" "" 

MERGEFIELD STEMCEDO13  IF  = "BM*" "(" "(" 
(
 Bone Marrow
MERGEFIELD STEMCEDO13  IF  = "*PB" "("  
MERGEFIELD STEMCEDO13  IF  = "PB*" "(" "(" 
(
 Peripheral Blood   

MERGEFIELD STEMCEDO13  IF  = "*CB" "(" "(" 
(
 Cord Blood
Donor ID:  MERGEFIELD DONORID23 
HLA match type: 
MERGEFIELD DONRL3  IF  = "Missing" "( HLA match Missing" "" 


3  IF  = "Syngeneic" "(" "(" 
(
 Syngeneic (monozygotic twin)

3  IF  = "Identical sibling" "(" "(" 
(
 HLA-identical sibling (may include non-monozygotic twin)
 3  IF  = "Matched other relative" "(" "(" 
(
 HLA-matched other relative

3  IF  = "Mismatched relative" "(" "(" 
(
 HLA-mismatched relative:



Degree of allele mismatch
 MERGEFIELD ALLMISRL3  IF  = "1 HLA antigen mismatch" "(" "(" 
(
 1 HLA antigen mismatch    


3  IF  = "Missing" "( Missing" "" 

 MERGEFIELD ALLMISRL3  IF  = "=>2 HLA antigen mismatch" "(" "(" 
(
 > 2 HLA antigen mismatch


L3  IF  = "Unrelated" "(" "(" 
(
 Unrelated donor

                   

Name of donor registry/CB Bank:   MERGEFIELD DONREGID3 

WMDA code (up to 4 characters):   MERGEFIELD WMDAID3 

 Complete number of mismatches inside each box 

A  
 B
   C
 DRB1
DQB1
DPB1
 
	MMSERA3  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMSERA3  = "None" "(" "" 

 IF  MERGEFIELD MMSERA3  = "1" "(" "" 

 IF  MERGEFIELD MMSERA3  = "2" "(" "" 

 IF  MERGEFIELD MMSERA3  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMSERA3  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMSERA3  = "unknown" "(" "" 

 IF  MERGEFIELD MMSERA3  = "Missing" "?" "" 

	MMSERB3  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMSERB3  = "None" "(" "" 

 IF  MERGEFIELD MMSERB3  = "1" "(" "" 

 IF  MERGEFIELD MMSERB3  = "2" "(" "" 

 IF  MERGEFIELD MMSERB3  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMSERB3  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMSERB3  = "unknown" "(" "" 

 IF  MERGEFIELD MMSERB3  = "Missing" "?" "" 

	MMSERC3  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMSERC3  = "None" "(" "" 

 IF  MERGEFIELD MMSERC3  = "1" " (" "" 

 IF  MERGEFIELD MMSERC3  = "2" "(" "" 

 IF  MERGEFIELD MMSERC3  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMSERC3  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMSERC3  = "unknown" "(" "" 

 IF  MERGEFIELD MMSERC3  = "Missing" "?" "" 

	MMSERDR3  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMSERDR3  = "None" "(" "" 

 IF  MERGEFIELD MMSERDR3  = "1" "(" "" 

 IF  MERGEFIELD MMSERDR3  = "2" "(" "" 

 IF  MERGEFIELD MMSERDR3  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMSERDR3  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMSERDR3  = "unknown" "(" "" 

 IF  MERGEFIELD MMSERDR3  = "Missing" "?" "" 

	MMSERDQ3  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMSERDQ3  = "None" "(" "" 

 IF  MERGEFIELD MMSERDQ3  = "1" "(" "" 

 IF  MERGEFIELD MMSERDQ3  = "2" "(" "" 

 IF  MERGEFIELD MMSERDQ3  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMSERDQ3  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMSERDQ3  = "unknown" "(" "" 

 IF  MERGEFIELD MMSERDQ3  = "Missing" "?" "" 

	MMSERDP3  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMSERDP3  = "None" "(" "" 

 IF  MERGEFIELD MMSERDP3  = "1" "(" "" 

 IF  MERGEFIELD MMSERDP3  = "2" "(" "" 

 IF  MERGEFIELD MMSERDP3  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMSERDP3  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMSERDP3  = "unknown" "(" "" 

 IF  MERGEFIELD MMSERDP3  = "Missing" "?" "" 

	        Antigenic

HLA code is 2 digits

	MMALLA3  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMALLA3  = "None" "(" "" 

 IF  MERGEFIELD MMALLA3  = "1" "(" "" 

 IF  MERGEFIELD MMALLA3  = "2" "(" "" 

 IF  MERGEFIELD MMALLA3  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMALLA3  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMALLA3  = "unknown" "n/k" "" 

 IF  MERGEFIELD MMALLA3  = "Missing" "?" "" 

	MMALLB3  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMALLB3  = "None" "(" "" 

 IF  MERGEFIELD MMALLB3  = "1" "(" "" 

 IF  MERGEFIELD MMALLB3  = "2" "(" "" 

 IF  MERGEFIELD MMALLB3  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMALLB3  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMALLB3  = "unknown" "n/k" "" 

 IF  MERGEFIELD MMALLB3  = "Missing" "?" "" 

	MMALLC3  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMALLC3  = "None" "(" "" 

 IF  MERGEFIELD MMALLC3  = "1" "(" "" 

 IF  MERGEFIELD MMALLC3  = "2" "(" "" 

 IF  MERGEFIELD MMALLC3  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMALLC3  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMALLC3  = "unknown" "n/k" "" 

 IF  MERGEFIELD MMALLC3  = "Missing" "?" "" 

	MMALLDR3  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMALLDR3  = "None" "(" "" 

 IF  MERGEFIELD MMALLDR3  = "1" "(" "" 

 IF  MERGEFIELD MMALLDR3  = "2" "(" "" 

 IF  MERGEFIELD MMALLDR3  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMALLDR3  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMALLDR3  = "unknown" "n/k" "" 

 IF  MERGEFIELD MMALLDR3  = "Missing" "?" "" 

	MMALLDQ3  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMALLDQ3  = "None" "(" "" 

 IF  MERGEFIELD MMALLDQ3  = "1" "(" "" 

 IF  MERGEFIELD MMALLDQ3  = "2" "(" "" 

 IF  MERGEFIELD MMALLDQ3  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMALLDQ3  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMALLDQ3  = "unknown" "n/k" "" 

 IF  MERGEFIELD MMALLDQ3  = "Missing" "?" "" 

	MMALLDP3  IF  = "" "(" "" 
(

 IF  MERGEFIELD MMALLDP3  = "None" "(" "" 

 IF  MERGEFIELD MMALLDP3  = "1" "(" "" 

 IF  MERGEFIELD MMALLDP3  = "2" "(" "" 

 IF  MERGEFIELD MMALLDP3  = "Not evaluated" "(" "" 

 IF  MERGEFIELD MMALLDP3  = ">0, number*" "(" "" 

 IF  MERGEFIELD MMALLDP3  = "unknown" "n/k" "" 

 IF  MERGEFIELD MMALLDP3  = "Missing" "?" "" 

	           Allelic

HLA code is 4 digits


0=match; 1=one mismatch; 2=2 mismatches; ND=not done 
Please attach laboratory results 

Donor Sex   
MERGEFIELD DONSEX3  IF  = "Male" "(" "(" 
(
  Male
MERGEFIELD DONSEX3  IF  = "Female" "(" "(" 
(
  Female   MERGEFIELD DONSEX3  IF  = "unknown" "( Unknown" "" 

 IF  MERGEFIELD DONSEX3  = "Missing" "( Missing" "" 

Donor CMV status   3  IF  = "Negative" "(" "(" 
(
 Negative
VCMVDON3  IF  = "Positive" "(" "(" 
(
 Positive

VCMVDON3  IF  = "Missing" "( Missing" "" 

3  IF  = "Not evaluated" "(" "(" 
(
 Not evaluated
VCMVDON3  IF  = "unknown" "(" "(" 
(
 unknown 
" "" 


STEM CELLS / DONOR #2
Source of Stem Cells (check all that apply): 
( Bone Marrow
(( Peripheral Blood   

( Cord Blood
Donor ID:  MERGEFIELD DONORID22 
HLA match type: 



( Syngeneic (monozygotic twin)

( HLA-identical sibling (may include non-monozygotic twin)
 ( HLA-matched other relative

( HLA-mismatched relative:



Degree of allele mismatch
 ( 1 HLA antigen mismatch    



 ( > 2 HLA antigen mismatch


( Unrelated donor

                   

Name of donor registry/CB Bank:   MERGEFIELD DONREGID2 

WMDA code (up to 4 characters):   MERGEFIELD WMDAID2 

 Complete number of mismatches inside each box 

A  
 B
   C
 DRB1
DQB1
DPB1
 
	(
	(
	(
	(
	(
	(
	        Antigenic

HLA code is 2 digits

	(
	(
	(
	(
	(
	(
	           Allelic

HLA code is 4 digits


0=match; 1=one mismatch; 2=2 mismatches; ND=not done
 Please attach laboratory results 

Donor Sex   
(  Male
(  Female   

Donor CMV status    ( Negative
( Positive

 
( Not evaluated
( unknown 


STEM CELLS DONOR #3
Source of Stem Cells (check all that apply): 
( Bone Marrow
( Peripheral Blood   

( Cord Blood
Donor ID:  MERGEFIELD DONORID23 
HLA match type: 



( Syngeneic (monozygotic twin)

( HLA-identical sibling (may include non-monozygotic twin)
 ( HLA-matched other relative

( HLA-mismatched relative:



Degree of allele mismatch
 ( 1 HLA antigen mismatch    



 ( > 2 HLA antigen mismatch


( Unrelated donor

                   

Name of donor registry/CB Bank:   MERGEFIELD DONREGID3 

WMDA code (up to 4 characters):   MERGEFIELD WMDAID3 

 Complete number of mismatches inside each box 

A  
 B
   C
 DRB1
DQB1
DPB1
 
	(
	(
	(
	(
	(
	(
	        Antigenic

HLA code is 2 digits

	(
	(
	(
	(
	(
	(
	           Allelic

HLA code is 4 digits


0=match; 1=one mismatch; 2=2 mismatches; ND=not done 

Please attach laboratory results 

Donor Sex   
(  Male
(  Female   

Donor CMV status   ( Negative
( Positive


( Not evaluated
( unknown 


HSCT - Minimum Essential Data - A
First report - 100 days after HSCT

	AFTER HSCT

GvHD prophylaxis given (Allografts only)      
Yes IF  = "No" "(" "(" 
(
 No Yes IF  = "unknown " "( unknown" "" 
 Yes IF  = "Missing " "( Missing" "" 
                       Yes IF  ="Prophylactic drugs missing" "( Prophylactic drugs Missing:" "" 

Yes IF  = "Yes" "(" "(" 
(
 Yes:  Yes IF  = "Yes" "(" "(" 
(
 Immunosuppressive chemotherapy Yes IF  = " unknown " "( unknown" "" 
Yes IF  = " Missing " "( Missing" "" 

MERGEFIELD DrugProph31 IF  = "31" "(" "(" 
(
 ALG, ALS, ATG, ATS (given after day 0)
ERGEFIELD DrugProph636 IF  = "636" "(" "(" 
(
 Anti CD25 (MoAB in vivo)
MERGEFIELD DrugProph632 IF  = "632" "(" "(" 
(
 Campath (MoAB in vivo; can be "in the bag")
MERGEFIELD DrugProph40 IF  = "40" "(" "(" 
(
 Corticosteroids

 IF  = "11" "(" "(" 
(
 Cyclosporine

MERGEFIELD DrugProph640 IF  = "640" "(" "(" 
(
 Etanercept (MoAB in vivo)
52 IF  = "52" "(" "(" 
(
 FK 506 (Tacrolimus, Prograf)

MERGEFIELD DrugProph641 IF  = "641" "(" "(" 
(
 Infliximab (MoAB in vivo)
MERGEFIELD DrugProph23 IF  = "23" "(" "(" 
(
 Methotrexate
MERGEFIELD DrugProph50 IF  = "50" "(" "(" 
(
 Mycophenolate (MMF) 

 IF  = "64" "(" "(" 
(
 Sirolimus

( Other  monoclonal antibody (in vivo), 

     Specify …………
 Methyl prednisone/solone IF  <> "" "(" "(" 
(
 Other agent (in vivo), specify  Methyl prednisone/solone IF  <> "" " Methyl prednisone/solone" "…………" 
 Methyl prednisone/solone

No IF  = "Yes" "(" "(" 
(
 Extracorporeal photopheresis  (ECP) No IF  = "unknown" "( unknown" "" 
 No IF  = " Missing " "( Missing" "" 

No IF  = "Yes" "(" "(" 
(
 No IF  = "unknown" "( unknown" "" 

 IF No = " Missing " "( Missing" "" 
Other, specify AGVHDP10  IF  = "Missing" "Missing" 
 AGVHDP10  IF  <> "Missing" " MERGEFIELD AGVHDP10 " "…………"

Absolute neutrophil count (ANC) recovery (engraftment)  (Neutrophils >0.5X109 /L)    Missing IF  = "Missing" "( Missing" "" 
( Missing

Missing IF  = "No" "(" "(" 
(
 No:   Date of last assessment: MERGEFIELD DNOENGR  IF  = "Missing" "Missing:" 

 IF  MERGEFIELD DNOENGR  <> "Missing" " MERGEFIELD DNOENGR " "… … … … - … … - … …"

Missing IF  = "Yes" "(" "(" 
(
 Yes: Date of ANC recovery:  MERGEFIELD DATCRGR2 IF  = "Missing" "Missing:" 

 IF  MERGEFIELD DATCRGR2 <> "Missing" " MERGEFIELD DATCRGR2" "… … … … - … … - … …"

728 IF  = "Yes" "(" "(" 
(
 Lost graft  
Missing IF  = "Never below" "(" "(" 
(
 Never below   

Missing IF  = "unknown" "(" "(" 
(
 Unknown
Acute Graft Versus Host Disease (Allografts only) Missing IF  = "Missing" "( Missing" "" 
( Missing

Maximum Grade:


  Missing IF  = "No aGvHD*" "(" "(" 
(
 0 (none)      Missing IF  = "Grade I" "(" "(" 
(
 I 
Missing IF  = "Grade II" "(" "(" 
(
 II
 Missing IF  = "Grade III" "(" "(" 
(
 III
   Missing IF  = "Grade IV" "(" "(" 
(
 IV


Missing IF  = "Present, grade unknown" "(" "(" 
(
 Present but grade unknown Missing IF  = "Not evaluated" "(" "(" 
(
 Not applicable  Missing IF  = "unknown" "( Unknown" "" 
  
	
	DATE OF LAST CONTACT 

Date of last follow up or death:    ........ - ........ - ........  
                                   yyyy     mm      dd
FIRST RELAPSE OR PROGRESSION 
First Relapse or Progression after HSCT (Any type) 

( No 
( Yes
( Continuous progression since HSCT    
If yes or continuous progression and for acute and chronic LEUKAEMIAS only, tick all methods used for assessment with the dates on which they were used and the results.

Relapse/progression detected by clinical/haematological method: 

( No: Date assessed   ........... - ........... - ........... 



yyyy         mm          dd 


( Yes: Date first seen 
........... - ........... - ...........
( Not evaluated

yyyy         mm          dd

Relapse/progression detected by cytogenetic method:


( No: Date assessed   ........... - ........... - ........... 



yyyy         mm          dd 


( Yes: Date first seen 
........... - ........... - ...........
( Not evaluated

yyyy         mm          dd

Relapse/progression detected by molecular method:


( No: Date assessed   ........... - ........... - ........... 



yyyy         mm          dd 


( Yes: Date first seen 
........... - ........... - ...........
( Not evaluated
yyyy         mm          dd

DISEASE PRESENCE/DETECTION AT LAST CONTACT
Last disease status (record the most recent status and date for each method, depending on the disease)
Was disease detected by clinical/haematological method?:


( No
( Yes 


Last date assessed   ........... - ........... - ...........
( Not evaluated
     
yyyy         mm          dd

Fill in only for acute and chronic  LEUKAEMIAS
Was disease detected by cytogenetic/FISH method?:


( No
( Yes: 
    Considered disease relapse/progression: ( No
     ( Yes 

Last date assessed   ........... - ........... - ...........
( Not evaluated
yyyy         mm          dd 

Fill in only for acute and chronic LEUKAEMIAS
Was disease detected by molecular method?:


( No
( Yes:  



Considered disease relapse/progression
( No
( Yes

Last date assessed   ........... - ........... - ........... 
( Not evaluated
yyyy         mm          dd

PATIENT STATUS AT LAST CONTACT
Survival Status:     

( Alive          ( Dead
( Died before HSCT

Check here if patient lost to follow up
(
Main Cause of Death (check only one main cause):  

( Relapse or Progression/Persistent disease

( HSCT Related Cause


 (check as many as appropriate):    

 
( GVHD
( Cardiac Toxicity 

( Rejection/Poor graft function
( Infection 

( Pulmonary toxicity
( Veno occlusive disorder 


( Other:.......................................................…... 

( Unknown

( Other:  .....................................................................   

	ADDITIONAL TREATMENT INCLUDING CELL INFUSION

Cell infusion  (CI) (not HSCT or autologous stem cell re-infusion)

 Missing IF  = "No" "(" "(" 
(
 No 
Missing IF  = "Yes" "(" "(" 
(
 Yes         Missing IF  = "unknown" "( Unknown" "" 
    Missing IF  = "Missing" "( Missing " 
( Missing 
     

    Date of first infusion: MERGEFIELD IDAABCAT  IF  = "Missing" "Missing:" 

 IF  MERGEFIELD IDAABCAT  <> "Missing" " MERGEFIELD IDAABCAT " "… … … … - … … - … …"
 
    (can be the same as HSCT date)        

  Type of cell(s): (check all that apply) MERGEFIELD ADDCELLST  IF   = "Missing" "( Missing" 

 IF  = "Yes" "(" "(" 
(
 Lymphocytes    
MERGEFIELD MESECHYM  IF  = "Yes" "(" "(" 
(
 Mesenchymal 
 IF  = "Yes" "(" "(" 
(
 Fibroblasts

 IF  = "Yes" "(" "(" 
(
 Dendritic cells
 IF  = "Yes" "(" "(" 
(
 Other, specify VADCELLS  IF  <> "Missing" " MERGEFIELD VADCELLS " 
VADCELLS  IF  = "Missing" "Missing" 
  
  Chronological no. of CI for this patient: CELLTHNR  IF  <> "Missing" " MERGEFIELD CELLTHNR " 

 IF  MERGEFIELD CELLTHNR  = "Missing" "Missing" 
 

Indication: (check all that apply)  VREASDL1 IF  = "Missing" "( Missing" ""  

VREASDL1 IF  = "Planned*" "(" "(" 
(
 Planned/protocol    
VREASDL1 IF  = "Treatment for same*" "(" "(" 
(
 Treatment for disease
VREASDL1 IF  = "GvHD Pro*" "(" "(" 
(
 Prophylactic 
VREASDL1 IF  = "Mixed chi*" "(" "(" 
(
 Mixed chimaerism 
VREASDL1 IF  = "*Treatment" "(" "(" 
(
 Treatment of GvHD 
VREASDL1 IF  = "Treatment of viral*" "(" "(" 
(
 Treatment viral infection
VREASDL1 IF  = "Loss or d*" "(" "(" 
(
 Loss / decreased chimaerism 

VREASDL1 IF  = "Treatment for PTLD*" "(" "(" 
(
 Treatment PTLD, EBV lymphoma


REASDLIO IF  <> "" "(" "(" 
(
 Other, specify: REASDLIO  IF  <> "Missing" " MERGEFIELD REASDLIO " 
REASDLIO  IF  = "Missing" "Missing" 

  Number of infusions within 10 weeks: MERGEFIELD NUMBINFU IF  <> "Missing"  MERGEFIELD NUMBINFU 
MERGEFIELD NUMBINFU IF  = "Missing" "( Missing" "" 

 (count only infusions that are part of same regimen and given for 

   the same indication)    

Disease treatment (apart from cell infusion) Missing IF  = "Missing" "( Missing" ""  
( Missing

Missing IF  = "No" "(" "(" 
(
 No

Missing IF  = "Yes*" "(" "(" 
(
 Yes:   Missing IF  = "Yes, pl*" "(" "(" 
(
 Planned (planned before HSCT)  Missing IF  = "Yes, reason*" "( Reason unknown" "" 

Missing IF  = "Yes, not pl*" "(" "(" 
(
 Not planned (for relapse/progression or persistent disease)
	
	

	DISEASE STATUS
Best disease status (response) after HSCT  Missing IF  = "Missing" "( Missing"
( Missing

(prior to treatment modification in response to a post HSCT disease assessment)
Missing IF  = "CCR" "(" "(" 
(
 Continued complete remission (CR)
Missing IF  = "CR" "(" "(" 
(
 CR achieved: Date achieved:   IF  = "Missing" "Missing:" 

 IF Missing = "CR" "2019-01-15" "… … … … - … … - … …"
… … … … - … … - … …

Missing IF  = "Never in CR" "(" "(" 
(
 Never in CR: Date assessed:    MissingIF   = "Never in CR" "2019-01-15" "… … … … - … … - … …" 
… … … … - … … - … …

Missing IF  = "unknown" "(" "(" 
(
 Not evaluated
  

	
	


HSCT - Minimum Essential Data - A 
Follow up report: 1 year post transplant and annually thereafter
	CENTRE IDENTIFICATION

EBMT Code (CIC): «CENTRE»
Hospital : «CENTR»
Unit : 
Contact person : «MEDNAMET»
Phone:.................................................................

Fax:......................................................................

e-mail: .................................................................
	
	FIRST RELAPSE OR PROGRESSION        Missing IF  = "Missing" "( Missing" "" 
( Missing

First Relapse or Progression after HSCT (Any type) 

MERGEFIELD VRELPROGN  IF  = "No" "(" "(" 
(
 No 
Missing IF  = "Yes*" "(" "(" 
(
 Yes
Missing IF  = "Con*" "(" "(" 
(
 Continuous progression since HSCT    
If yes or continuous progression and for acute and chronic LEUKAEMIAS only, tick all methods used for assessment with the dates on which they were used and the results.                     MERGEFIELD VRELPROGN  IF  = "unknown" "( unknown" "" 

Relapse/progression detected by clinical/haematological method: IF  = "Haemat.relapse missing" "( Missing" "" 

IF  = "No h*" "(" "(" 
(
 No: Date assessed:   IF  = "No" "2019-03-20" "… … … … - … … - … …" 
… … … … - … … - … …

IF  = "Haemat. relapse" "(" "(" 
(
 Yes: Date first seen:  MERGEFIELD IDAABER  IF  = "Missing" "Missing:" 

 IF  MERGEFIELD IDAABER  <> "Missing" " MERGEFIELD IDAABER " "… … … … - … … - … …" 

IF  = "unknown" "(" "(" 
(
 Not evaluated


Relapse/progression detected by cytogenetic method: IF  = "Cytog. relapse missing" "Missing" "" 

IF  = "No c*" "(" "(" 
(
 No: Date assessed:  ........... - ........... - ...........  

IF  = "Cytog. relapse" "(" "(" 
(
 Yes: Date first seen:  MERGEFIELD DCYTREL  IF  = "Missing" "Missing:" 

 IF  MERGEFIELD DCYTREL  <> "Missing" " MERGEFIELD DCYTREL " "… … … … - … … - … …"

IF  = "*unknown" "(" "(" 
(
 Not evaluated
Relapse/progression detected by molecular method: IF  = "Molec. relapse missing" "Missing" "" 

IF  = "No m*" "(" "(" 
(
 No: Date assessed:  ........... - ........... - ..........  

IF  = "Molec. relapse" "(" "(" 
(
 Yes: Date first seen:  MERGEFIELD DMOLREL  IF  = "Missing" "Missing:" 

 IF  MERGEFIELD DMOLREL  <> "Missing" " MERGEFIELD DMOLREL " "… … … … - … … - … …"

IF  = "*unknown" "(" "(" 
(
 Not evaluated


	REPORT INFORMATION
Patient following national/international study/trial: No IF  = "Missing" "( Missing" "" 

No IF  = "Yes" "(" "(" 
(
 Yes         No IF  = "No" "(" "(" 
(
 No           No IF  = "unknown" "(" "(" 
(
 Unknown  


Name of study / trial: STUDYNAM  IF  <> "Missing" " MERGEFIELD STUDYNAM " 

 IF  MERGEFIELD STUDYNAM  = "Missing" "Missing" 


	
	

	PATIENT IDENTIFICATION
Unique Patient Number or Code: 1017 IF  <> "Missing" "1017 
1017 
 1017 IF  = "Missing" "Missing" 

Compulsory, registrations will not be accepted without this item

Initials: «GIVNAME» «FAMNAME» (first name(s) _family name(s))

Date of Birth:  1955-02-19 IF  <> "Missing" "1955-02-19 
1955-02-19 
 1955-02-19 IF  = "Missing" "Missing"

Sex: 
    Male IF  = "Male" "(" "(" 
(
 Male    Male IF  = "Female" "(" "(" 
(
 Female     Male IF  = "Missing" "( Missing"

Date of the most recent transplant before this follow up:

«DOT»

	
	

	DISEASE STATUS 
Best disease status (response) after transplant  

(prior to treatment modification in response to a post transplant disease assessment)
( Continued complete remission (CR)
( CR achieved: Date achieved:    …....... - …....... - ...........


yyyy         mm          dd  

( Never in CR: Date assessed:     .......... - .......... - ..........

( Previously reported
yyyy         mm        dd
	
	DISEASE PRESENCE/DETECTION AT LAST CONTACT
Last disease status (record the most recent status and date for each method, depending on the disease)
Was disease detected by clinical/haematological method?:

Missing IF  = "No" "(" "(" 
(
 No
Missing IF  = "Yes" "(" "(" 
(
 Yes Missing IF  = "Missing" "( Missing" "" 
( Missing

Last date assessed:  MERGEFIELD DISCLID  IF  = "Missing" "Missing:" 

 IF  MERGEFIELD DISCLID  <> "Missing" " MERGEFIELD DISCLID " "… … … … - … … - … …"

Missing IF  = "unknown" "(" "(" 
(
 Not evaluated
Fill in only for acute and chronic  LEUKAEMIAS
Was disease detected by cytogenetic/FISH method?:

Missing IF  = "No" "(" "(" 
(
 No
Missing IF  = "Yes" "(" "(" 
(
 Yes: Missing IF  = "Missing" "( Missing" "" 
( Missing

Considered disease relapse/progression: DISCYTDR  IF  = "No" "(" "(" 
(
 No DISCYTDR  IF  = "Yes" "(" "(" 
(
 Yes MERGEFIELD DISCYTDR  IF  = "Missing" "( Missing" "" 

Last date assessed:  MERGEFIELD DISCYTD  IF  = "Missing" "Missing:" 

 IF  MERGEFIELD DISCYTD  <> "Missing" " MERGEFIELD DISCYTD " "… … … … - … … - … …"

Missing IF  = "unknown" "(" "(" 
(
 Not evaluated
Fill in only for acute and chronic LEUKAEMIAS
Was disease detected by molecular method?:

Missing IF  = "No" "(" "(" 
(
 No
Missing IF  = "Yes" "(" "(" 
(
 Yes:  Missing IF  = "Missing" "( Missing" "" 
( Missing

Considered disease relapse/progression: DISMOLDR  IF  = "No" "(" "(" 
(
 No DISMOLDR  IF  = "Yes" "(" "(" 
(
 Yes MERGEFIELD DISMOLDR  IF  = "Missing" "( Missing" "" 

Last date assessed:  MERGEFIELD DISMOLD  IF  = "Missing" "Missing:" 

 IF  MERGEFIELD DISMOLD  <> "Missing" " MERGEFIELD DISMOLD " "… … … … - … … - … …"

Missing IF  = "unknown" "(" "(" 
(
 Not evaluated


	DATE OF LAST CONTACT 
Date of last follow up or death: Missing IF  = "Missing" "Please update the follow-up ( … … … … - … … - … … " "2019-03-20"
Please update the follow-up ( … … … … - … … - … … 
   
	
	

	COMPLICATIONS OF TRANSPLANT

Late graft failure

 IF  = "No" "(" "(" 
(
 No 
Missing IF  = "Yes" "(" "(" 
(
 Yes    IF  = "Not evaluated" "( Not evaluated" "" 
 Missing IF  = "Missing" "( Missing" "" 
( Missing

Chronic Graft Versus Host Disease present during this period (allografts only)   Missing IF  = "Missing" "( Missing" "" 
( Missing


 IF  = "No" "(" "(" 
(
 No (never) 
Yes: Missing IF  = "Yes, first*" "(" "(" 
(
 First episode since last HSCT Missing IF  = "*Missing" "Missing" ""
Missing

Date of diagnosis of cGvHD: IDAABEG  IF  = "Missing" "Missing" 
IDAABEG  IF  <> "Missing" "MERGEFIELD IDAABEG " "… … … … - … … - … …"

Maximum extent during 1st episode Missing IF  = "Missing" "( Missing " "" 
( Missing 

Missing IF  = "Limited" "(" "(" 
(
  Limited 
Missing IF  = "Extensive" "(" "(" 
(
 Extensive 
Missing IF  = "Unkn. extent" "(" "(" 
(
 Unknown 
Missing IF  = "Yes, reccurence*" "(" "(" 
(
 Recurrence 

Date first evidence of cGvHD during this period:

… … … … - … … - … …
Missing IF  = "Continuous*" "(" "(" 
(
 Continuous since last reported episode

Maximum extent during this period  Missing IF  = "Missing" "( Missing" 
( Missing

Missing IF  = "Limited" "(" "(" 
(
 Limited 
Missing IF  = "Extensive" "(" "(" 
(
 Extensive 
Missing IF  = "Unkn. extent" "(" "(" 
(
 Unknown 
Missing IF  = "Resolved*" "(" "(" 
(
 Resolved since last report (currently absent) 
Did a secondary malignancy, lymphoproliferative or myeloproliferative disorder occur?   Missing IF  = "Missing" "( Missing" "" 
( Missing

 IF  = "No"  "(" "(" 
(
 No, date of assessment : MERGEFIELD SECONDDIN  IF  = "No" "2019-01-26" "… … … … - … … - … …" 
… … … … - … … - … …
  
Missing IF  = "Yes*" "(" "(" 
(
 Yes: 
Date of diagnosis: MERGEFIELD IDAABBS  IF  = "Missing" "Missing:" 

 IF  MERGEFIELD IDAABBS  <> "Missing" " MERGEFIELD IDAABBS " "… … … … - … … - … …"


Diagnosis: MERGEFIELD DISMCLFDS  IF  = "Missing"  "Missing" ""  

 IF  MERGEFIELD DISMCLFDS  <> "Missing"  " MERGEFIELD DISMCLFDS " "................................................................"  
  MERGEFIELD VDIAGTXS  IF  > "0"  "salivary gland carcinoma" ""  

 IF  = "unknown"  "(" "(" 
(
 Unknown 
	
	

	
	
	CONCEPTION                    
Has patient or partner become pregnant after this transplant? 


Missing IF  = "Yes" "(" "(" 
(
  Yes          IF  = "No" "(" "(" 
(
 No           MERGEFIELD VCONCEPTN  IF  = "unknown" "(" "("
(
 Unknown   Missing IF  = "Missing" "( Missing " "" 
( Missing 



	
	
	PATIENT STATUS

Survival Status:     Missing IF  = "Missing" "( Missing" "" 
( Missing

Missing IF  = "Alive" "(" "(" 
(
 Alive          Missing IF  = "Dead" "(" "(" 
(
 Dead     Missing IF  = "Died bef*" "(" "(" 
(
 Died before transplant    
Check here if patient lost to follow up
Missing IF  = "Lost to*" "(" "(" 
(

Main Cause of Death (check only one main cause):  MERGEFIELD VCAUSDTH  IF  = "Missing" "( Missing"

MERGEFIELD VCAUSDTH  IF  = "Relapse/Prog" "(" "(" 
(
 Relapse or Progression/Persistent disease
MERGEFIELD VCAUSDTH  IF  = "Secondary malignancy" "(" "(" 
(
 Secondary malignancy

MERGEFIELD VCAUSDTH  IF  = "HSCT related" "(" "(" 
(
 HSCT Related Cause    IF  = "Missing*" "( Missing" "" 


 (check as many as appropriate):          


 IF  = "Yes" "(" "(" 
(
 GVHD
 IF  = "Yes" "(" "(" 
(
 Cardiac Toxicity 

 IF  = "Yes" "(" "(" 
(
 Rejection/Poor graft function
 IF  = "Yes" "(" "(" 
(
 Infection 

 IF  = "Yes" "(" "(" 
(
 Pulmonary toxicity
 IF  = "Yes" "(" "(" 
(
 Veno occlusive disorder 


MERGEFIELD VCSDTEBV  IF  = "Yes" "(" "(" 
(
 Post transplant lymphoproliferative disorder  

DEACSBMR  IF  > "0" "(" "(" 
(
 Other: DEACSBMR  IF  <> "Missing" " MERGEFIELD DEACSBMR " 
 MERGEFIELD VCSDTHMR  IF  = "Yes" "- Haemorrhage" "" 
 MERGEFIELD VCSDTINP  IF  = "Yes" "- IP" "" 
 MERGEFIELD VCSDTREN  IF  = "Yes" "- Renal failure" "" 
 MERGEFIELD VCSDTMOF  IF  = "Yes" "- MOF" "" 

 IF  = "Cell therapy related" "(" "(" 
(
 Cell therapy (non HSCT) Related Cause (if applicable)

 IF  = "unknown" "(" "(" 
(
 Unknown

MERGEFIELD VCAUSDTH  IF  = "Other" "(" "(" 
(
 Other:  DEACSBMU  IF  <> "Missing" " MERGEFIELD DEACSBMU" 

 IF  MERGEFIELD DEACSBMU  = "Missing" "Missing" 



	ADDITIONAL TREATMENT  IF  = "Missing"  "( Missing" "" 

ADDTREAT  IF  = "No"  "(" "(" 
(
 No
ADDTREAT  IF  = "Yes" "(" "("
(
 Yes: Date : IDAABCATF  IF  = "Missing" "Missing:" 

 IF  MERGEFIELD IDAABCATF  <> "Missing" " MERGEFIELD IDAABCATF " "… … … … - … … - … …"

If yes: Additional cell infusion  MERGEFIELD VADCELLTATF  IF  = "Missing" "( Missing" "" 

 IF  = "No"  "(" "(" 
(
 No
 IF  = "Yes"  "(" "(" 
(
 Yes:  
Attach the CI sheet completing 

 IF  = "unknown"  "(" "(" 
(
 Unknown
as many sections as necessary 

Other disease treatment  MERGEFIELD ADDPROTATF  IF  = "Missing" "( Missing" "" 

 IF  = "No"  "(" "(" 
(
 No 
 IF  = "Yes*"  "(" "(" 
(
 Yes:
 IF  = "Yes, pl*"  "(" "(" 
(
 Planned (planned before transplant)


 IF  = "unknown"  "( unknown " "" 

 IF  = "Yes, not pl*"  "(" "(" 
(
 Not planned (for relapse/progression

 IF  = "Yes, reason*"  "(" "" 

or persistent disease)
	
	

	
	
	COMMENTS

«COMMENT1» «COMMENT2» «COMMENT3»
Date of next HSCT: IDAABENT IF  > "0" "2011/10/26" "… … … … - … … - … …"
… … … … - … … - … …

(if applicable) 


 IF  = "Yes" "

HSCT - Minimum Essential Data - A 

Follow up report: Annual follow up  TC " MED-A Follow Up "\l 2 
	CELL INFUSION (CI) SHEET TC " Classification Sheets"\l 2 


	EBMT Centre Identification Code (CIC) ..... ..... .....
Hospital Unique Patient Number ............................................................

	CELL INFUSION

Date of first infusion:                   2009/12/05 IF  = "Missing" "Missing:" 

 IF 2009/12/05 <> "Missing" "2009/12/05" "… … … … - … … - … …"
2009/12/05

Disease status before this CI 
First partial remission (PR1) IF  = "*(CR)"  "(" "(" 
(
 CR
First partial remission (PR1) IF  = "Not in CR"  "(" "(" 
(
 Not in CR
First partial remission (PR1) IF  = "unknown"  "(" "(" 
(
 Not evaluated 
Cell infusion (CI) regimen  (not HSCT or autologous stem cell re-infusion) 

  Type of cell(s): (check all that apply) 
DLI IF   = "Missing" "( Missing" 


Yes IF  = "Yes" "(" "(" 
(
 Lymphocytes    
No IF  = "Yes" "(" "(" 
(
 Mesenchymal 
No IF  = "Yes" "(" "(" 
(
 Fibroblasts
No IF  = "Yes" "(" "(" 
(
 Dendritic cells
No IF  = "Yes" "(" "(" 
(
 Other, specify VADCELLS  IF  <> "Missing" " MERGEFIELD VADCELLS " 

 IF  MERGEFIELD VADCELLS  = "Missing" "Missing" 

  Chronological no. of CI for this patient  First IF  <> "Missing" "First" 
First

 IF First = "Missing" "Missing" "" 

  Indication:  Treatment of viral infection IF  = "Planned*" "(" "(" 
(
 Planned    
                          Treatment of viral infection IF  = "Pro*" "(" "(" 
(
 Prophylactic 

    Treatment of viral infection IF  = "Mixed chi*" "(" "(" 
(
 Mixed chimaerism 

  (check all
Treatment of viral infection IF  = "Loss or d*" "(" "(" 
(
 Loss / decreased chimaerism 
  Treatment of viral infection IF  = "*GvHD Treatment" "(" "(" 
(
 Treatment of GvHD 
 Treatment of viral infection IF  = "Treatment for same*" "(" "(" 
(
 Treatment for disease

  that apply)
Treatment of viral infection IF  = "Treatment for PTLD*" "(" "(" 
(
 Treatment PTLD, EBV lymphoma 
  Treatment of viral infection IF  = "Treatment of viral*" "(" "(" 
(
 Treatment viral infection
 Donor T-Lymphocytes again adenovirus IF  <> "" "(" "(" 
(
 Other, specify Donor T-Lymphocytes again adenovirus IF  <> "Missing" "Donor T-Lymphocytes again adenovirus" 
Donor T-Lymphocytes again adenovirus

 IF Donor T-Lymphocytes again adenovirus = "Missing" "Missing" 
 

Number of infusions within 10 weeks (count only infusions that are part of same regimen and given for the same indication): 1 IF  <> "Missing" "1" 
1

 IF 1 = "Missing" "Missing" "" 

Acute Graft Versus Host Disease (after this infusion but before any further infusion / transplant):  IF  = "Missing"  "( Missing" "" 
 
  Maximum Grade: 
 IF  = "No aGvHD*"  "(" "(" 
(
 0 (none)       IF  = "Grade I"  "(" "(" 
(
 1 
 IF  = "Grade II"  "(" "(" 
(
 2 
 IF  = "Grade III"  "(" "(" 
(
 3 
 IF  = "Grade IV"  "(" "(" 
(
 4
 IF  = "Present*"  "(" "(" 
(
  Present but grade unknown



	CELL INFUSION

Date of first infusion:                   IDAABCATF2  IF  = "Missing" "Missing:" 

 IF  MERGEFIELD IDAABCATF2  <> "Missing" " MERGEFIELD IDAABCATF2 " "… … … … - … … - … …"

Disease status before this CI 
MERGEFIELD VDISESTAATF2 IF  = "*(CR)"  "(" "(" 
(
 CR
MERGEFIELD VDISESTAATF2 IF  = "Not in CR"  "(" "(" 
(
 Not in CR
MERGEFIELD VDISESTAATF2 IF  = "unknown"  "(" "(" 
(
 Not evaluated 
Cell infusion (CI) regimen  (not HSCT or autologous stem cell re-infusion) 

  Type of cell(s): (check all that apply) 
 IF   = "Missing" "( Missing" 


 IF  = "Yes" "(" "(" 
(
 Lymphocytes    
 IF  = "Yes" "(" "(" 
(
 Mesenchymal 
 IF  = "Yes" "(" "(" 
(
 Fibroblasts
 IF  = "Yes" "(" "(" 
(
 Dendritic cells
 IF  = "Yes" "(" "(" 
(
 Other, specify VADCELLSATF2  IF  <> "Missing" " MERGEFIELD VADCELLSATF2 " 

 IF  MERGEFIELD VADCELLSATF2 = "Missing" "Missing" 

  Chronological no. of CI for this patient   IF  <> "Missing" " MERGEFIELD CELLTHNRATF2 " 

 IF  MERGEFIELD CELLTHNRATF2  = "Missing" "Missing" "" 

  Indication:   IF  = "Planned*" "(" "(" 
(
 Planned    
                           IF  = "Pro*" "(" "(" 
(
 Prophylactic 

      IF  = "Mixed chi*" "(" "(" 
(
 Mixed chimaerism 

  (check all
 IF  = "Loss or d*" "(" "(" 
(
 Loss / decreased chimaerism 
   IF  = "*GvHD Treatment" "(" "(" 
(
 Treatment of GvHD 
   IF  = "Treatment for same*" "(" "(" 
(
 Treatment for disease

  that apply)
 IF  = "Treatment for PTLD*" "(" "(" 
(
 Treatment PTLD, EBV lymphoma 
   IF  = "Treatment of viral*" "(" "(" 
(
 Treatment viral infection
  REASDLIOATF2 IF  <> "" "(" "(" 
(
 Other, specify REASDLIOATF2  IF  <> "Missing" " MERGEFIELD REASDLIOATF2 " 

 IF  MERGEFIELD REASDLIOATF2  = "Missing" "Missing" 
 

Number of infusions within 10 weeks (count only infusions that are part of same regimen and given for the same indication): MERGEFIELD NUMBINFUATF2  IF  <> "Missing" " MERGEFIELD NUMBINFUATF2 " 

 IF  MERGEFIELD NUMBINFUATF2  = "Missing" "Missing" "" 
  

Acute Graft Versus Host Disease (after this infusion but before any further infusion / transplant): MERGEFIELD AGVHGRMXATF2  IF  = "Missing"  "( Missing" "" 
 
  Maximum Grade: 
MERGEFIELD AGVHGRMXATF2  IF  = "No aGvHD*"  "(" "(" 
(
 0 (none)      MERGEFIELD AGVHGRMXATF2  IF  = "Grade I"  "(" "(" 
(
 1 
MERGEFIELD AGVHGRMXATF2  IF  = "Grade II"  "(" "(" 
(
 2 
MERGEFIELD AGVHGRMXATF2  IF  = "Grade III"  "(" "(" 
(
 3 
MERGEFIELD AGVHGRMXATF2  IF  = "Grade IV"  "(" "(" 
(
 4
MERGEFIELD AGVHGRMXATF2  IF  = "Present*"  "(" "(" 
(
  Present but grade unknown



	CELL INFUSION

Date of first infusion:                   IDAABCATF3  IF  = "Missing" "Missing:" 

 IF  MERGEFIELD IDAABCATF3  <> "Missing" " MERGEFIELD IDAABCATF3 " "… … … … - … … - … …"

Disease status before this CI 
MERGEFIELD VDISESTAATF3 IF  = "*(CR)"  "(" "(" 
(
 CR
MERGEFIELD VDISESTAATF3 IF  = "Not in CR"  "(" "(" 
(
 Not in CR
MERGEFIELD VDISESTAATF3 IF  = "unknown"  "(" "(" 
(
 Not evaluated 
Cell infusion (CI) regimen  (not HSCT or autologous stem cell re-infusion) 

  Type of cell(s): (check all that apply) 
 IF   = "Missing" "( Missing" 


 IF  = "Yes" "(" "(" 
(
 Lymphocytes    
 IF  = "Yes" "(" "(" 
(
 Mesenchymal 
 IF  = "Yes" "(" "(" 
(
 Fibroblasts
 IF  = "Yes" "(" "(" 
(
 Dendritic cells
 IF  = "Yes" "(" "(" 
(
 Other, specify VADCELLSATF3  IF  <> "Missing" " MERGEFIELD VADCELLSATF3 " 

 IF  MERGEFIELD VADCELLSATF3 = "Missing" "Missing" 

  Chronological no. of CI for this patient   IF  <> "Missing" " MERGEFIELD CELLTHNRATF3 " 

 IF  MERGEFIELD CELLTHNRATF3  = "Missing" "Missing" "" 

  Indication:   IF  = "Planned*" "(" "(" 
(
 Planned    
                          IF  = "Pro*" "(" "(" 
(
 Prophylactic 

      IF  = "Mixed chi*" "(" "(" 
(
 Mixed chimaerism 

  (check all
 IF  = "Loss or d*" "(" "(" 
(
 Loss / decreased chimaerism 
   IF  = "*GvHD Treatment" "(" "(" 
(
 Treatment of GvHD 
   IF  = "Treatment for same*" "(" "(" 
(
 Treatment for disease

  that apply)
 IF  = "Treatment for PTLD*" "(" "(" 
(
 Treatment PTLD, EBV lymphoma 
   IF  = "Treatment of viral*" "(" "(" 
(
 Treatment viral infection
  REASDLIOATF3  IF  <> "" "(" "(" 
(
 Other, specify REASDLIOATF3  IF  <> "Missing" " MERGEFIELD REASDLIOATF3 " 

 IF  MERGEFIELD REASDLIOATF3  = "Missing" "Missing" 
 

Number of infusions within 10 weeks (count only infusions that are part of same regimen and given for the same indication): MERGEFIELD NUMBINFUATF3  IF  <> "Missing" " MERGEFIELD NUMBINFUATF3 " 

 IF  MERGEFIELD NUMBINFUATF3  = "Missing" "Missing" "" 
  

Acute Graft Versus Host Disease (after this infusion but before any further infusion / transplant): MERGEFIELD AGVHGRMXATF3  IF  = "Missing"  "( Missing" "" 
 
  Maximum Grade: 
MERGEFIELD AGVHGRMXATF3  IF  = "No aGvHD*"  "(" "(" 
(
 0 (none)      MERGEFIELD AGVHGRMXATF3  IF  = "Grade I"  "(" "(" 
(
 1 
MERGEFIELD AGVHGRMXATF3  IF  = "Grade II"  "(" "(" 
(
 2 
MERGEFIELD AGVHGRMXATF3  IF  = "Grade III"  "(" "(" 
(
 3 
MERGEFIELD AGVHGRMXATF3  IF  = "Grade IV"  "(" "(" 
(
 4
MERGEFIELD AGVHGRMXATF3  IF  = "Present*"  "(" "(" 
(
  Present but grade unknown



	CELL INFUSION

Date of first infusion:                   IDAABCATF4  IF  = "Missing" "Missing:" 

 IF  MERGEFIELD IDAABCATF4  <> "Missing" " MERGEFIELD IDAABCATF4 " "… … … … - … … - … …"

Disease status before this CI 
MERGEFIELD VDISESTAATF4 IF  = "*(CR)"  "(" "(" 
(
 CR
MERGEFIELD VDISESTAATF4 IF  = "Not in CR"  "(" "(" 
(
 Not in CR
MERGEFIELD VDISESTAATF4 IF  = "unknown"  "(" "(" 
(
 Not evaluated 
Cell infusion (CI) regimen  (not HSCT or autologous stem cell re-infusion) 

  Type of cell(s): (check all that apply) 
 IF   = "Missing" "( Missing" 


 IF  = "Yes" "(" "(" 
(
 Lymphocytes    
 IF  = "Yes" "(" "(" 
(
 Mesenchymal 
 IF  = "Yes" "(" "(" 
(
 Fibroblasts
 IF  = "Yes" "(" "(" 
(
 Dendritic cells
 IF  = "Yes" "(" "(" 
(
 Other, specify VADCELLSATF4  IF  <> "Missing" " MERGEFIELD VADCELLSATF4 " 

 IF  MERGEFIELD VADCELLSATF4 = "Missing" "Missing" 

  Chronological no. of CI for this patient   IF  <> "Missing" " MERGEFIELD CELLTHNRATF4 " 

 IF  MERGEFIELD CELLTHNRATF4  = "Missing" "Missing" "" 

  Indication:   IF  = "Planned*" "(" "(" 
(
 Planned    
                           IF  = "Pro*" "(" "(" 
(
 Prophylactic 

      IF  = "Mixed chi*" "(" "(" 
(
 Mixed chimaerism 

  (check all
 IF  = "Loss or d*" "(" "(" 
(
 Loss / decreased chimaerism 
   IF  = "*GvHD Treatment" "(" "(" 
(
 Treatment of GvHD 
   IF  = "Treatment for same*" "(" "(" 
(
 Treatment for disease

  that apply)
 IF  = "Treatment for PTLD*" "(" "(" 
(
 Treatment PTLD, EBV lymphoma 
   IF  = "Treatment of viral*" "(" "(" 
(
 Treatment viral infection
  REASDLIOATF4  IF  <> "" "(" "(" 
(
 Other, specify REASDLIOATF4  IF  <> "Missing" " MERGEFIELD REASDLIOATF4 " 

 IF  MERGEFIELD REASDLIOATF4  = "Missing" "Missing" 
 

Number of infusions within 10 weeks (count only infusions that are part of same regimen and given for the same indication): MERGEFIELD NUMBINFUATF4  IF  <> "Missing" " MERGEFIELD  NUMBINFUATF4 " 

 IF  MERGEFIELD  NUMBINFUATF4  = "Missing" "Missing" "" 

Acute Graft Versus Host Disease (after this infusion but before any further infusion / transplant): MERGEFIELD AGVHGRMXATF4  IF  = "Missing"  "( Missing" "" 
 
  Maximum Grade: 
MERGEFIELD AGVHGRMXATF4  IF  = "No aGvHD*"  "(" "(" 
(
 0 (none)      MERGEFIELD AGVHGRMXATF4  IF  = "Grade I"  "(" "(" 
(
 1 
MERGEFIELD AGVHGRMXATF4  IF  = "Grade II"  "(" "(" 
(
 2 
MERGEFIELD AGVHGRMXATF4  IF  = "Grade III"  "(" "(" 
(
 3 
MERGEFIELD AGVHGRMXATF4  IF  = "Grade IV"  "(" "(" 
(
 4
MERGEFIELD AGVHGRMXATF4  IF  = "Present*"  "(" "(" 
(
  Present but grade unknown




" "" 

box   
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